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. EST (Expressed Sequence Tag)(0\^^-ftlV^ii<.^nib 

Ktcjf ALfc«^T'fe<J;V^t. P C R HTliili L^clgr>tT-fe o T cfcV^o 
*%Wfc*il,^T«. <^ffl-r§fl§KiBHliS©S3l5tc3iLfc:/a-;7«:(D-arfcDNA^y:/'^ffl 
V^;S C i: J; 0 b V^o fl^JAtf. 'J rf ? ^ U;^-^ F 7 U'l' Tfeni^, KOBgflSiifflBS 
©f6S:^a7T-r;I/^P'^§i:tti, ±IBLfcGeneCh i pcDHuman Geno 
me U133A Array>feSl/"'(i Human Genome Focus Ar 

i:tfi,±l5LfcGeneChip<DRat Genome U34A Array-^R 
at Expression Array 230A.-7'i77,OfliflSiiiSST'*nffMou 
se Expression Array 430^fliV''i>Ci:A^-et?)oSfccDNA 
7 Ix^T'^nif . ^gffl-r SfliMfflBSi: 1^ Ui*<D4!H3<0KS • ffl^*^ & PS! $ nfc c D N 
A^O^fcDNA^-yy?r1gffl-r5Ci:*^Tt5o ^t5. *|gB^lCt5l^T{i*!4*DNAf- 
•>y(0<fc3^^-y:/JB«T'«*l/^%SS«DDNA^<y7°fc<IfflRrH|-efe5o 
[ 0 0 6 5 ] 

DNAV^^rD7U-rffitCT^ffle?cDg^Mtl (Xa^OH^tl) ^^St^Jf-^a 

, flgwa^BS*^e.a^^lLfc±RNAA^p.s«^cils«$t^§#.ii$L;rc1^^^^■>:/;^^pg!•r 
Kl,£. am tfc R N A'*>e)-a-fi!tLfc cDNAXttcRNA?rfflV>5cli:A^T't5o 
a . ^ c D N A © ^ ^ a . U :i d T V ^ ^ - J: i[ 7t ^ L T Ji" 'J v-p 7 
K^ffll/^fcjgg^SJStCTM^^SISft: c D N A^?#S C t A^T-t 5o t tc. cRN 
AcD^^tt. fij^tf, ;i-'>)d'dT-7'^-i'-x'-i:-r;i- + i>"J4f?i'b;tf-K*fflV^TcDN 

7l£^i^fkcRNA*ff€.c:i:A^T-t5c tf:t^>'TgiSt/-ccRNA^^figL 
fcmtcM^^^tfc7.hU:/F7lfJ>'>^SiS^H+T. ^^^iiSibc RNA^tf^Ctfe 
T'tSo ^^tCffl>.-^§^7t1^»©SSIi:bT(i, 7-i'3X'Ji/> (phycoe ry t h 

in), Cy3, Cy5^*^^lfe.n5o 

[ 0 0 6 6 ] 

DNA^y:ft±m(DmmLrcmm'>fyfjvt^^^-c:^vi^''<xt^^^{^tLxii. 
^ ly^fp^j ^ F«is^iiae?&t>'/xti7 > he^7>SiS^i4fflg?s*oi^Kf->'y 
;i'*^ltsWKM-r 7U ^f-i'X-r^^ft-efentf.j: < , , loomM mes, im 

■tFU'J'A^, 20mM EDTA. 0. 01% TweenZO*, 45*CJCT16 
[ 0 0 6 7 ] 

Sfc. RNA<DSffl:^Si:LT/'--9'>7'D-yh, RT-PGR, SaPCRl|^fflV> 

t;/xa7>F~>7>sicsi4jae?oe¥saici$s6^)jc/A-('7u^^-rxxttas3ae 

[ 0 0 6 8 ] 
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iv^o ^ ^/^^K^SM-r STJffii: bra, ^^(o^yAi^m^wmi^icmmT^^yjrt: 

^m'm^m<om t LX a. xyHf-rAi'A/T-y-t^ (EIA) , 5>':t-rA/7y-lr-i' 
(R I A) . y;lirU-t-fy-(L.y7yt-C (F I A) iPA^^tf&nSo 
[ 0 0 6 9 ] 

ay (a c c e s s i on) #^Tfe§o T -iz a y ^ ^ C t ic j;: 0 m^i 

(07'~ii^-7.ti^^^(DWLmmm^m^t?><i tt^Tt^o ttc. a*® rae^^j a 
fe^ty) ^atrc^^o a^oRfcuaii LS^T'fe§o 

[ 0 0 7 0 ] 

1 ms maa. ll6axt±ll7Stc^^n§ae?A^ i'yi/^^/i'FStcjc-pTfgJi*^ 20 

^ii^ns F**©^;i/i^ 5/^' Fiijssftae?cD^jt?*«o sfc mi«> maa 

. m 4 mxnm 5 micTski^ n^mB'ftiK Tyhiyrymicx-or^m.t/^mm-^n^^^h 
^^07 y V i^T ymjts^^mB.=?<Dmx&^o ttc. mam. mi om. mi smxit 
m I 4 m^c^s-^ n?>m&'ft>K ^ )i ^ ^ / vm^z ^ o T^s:^)^"ffli©j^ n?. t f fi*<D ^ 
ji^^^/^ FSfS^ttae?©wiT-fe5„ sfc. ^sa. ^ga. mi laxa^i 2a 

:^)^ 7>'FS/7>SlcJ:^T^31A^aj$iJ^tl5t FS*<D7>F'>7>'!gJ5Sigttae?© 
00 7 5 o 
[0 0 7 1 ] 

tfc. ^1 smti^^mi 7&K^yh^m(oi')v^5.y^h^misti'smm&^Rtf7yh 

~>7 >sjs^iiitg?o^j;sr^-ro acfosss^a. ^mmiLm^m^m (n a t i o 30 

nal Institute of Health, NIH) Rlf S © ^ K x — ^ — X T 
e n B a n k©7^''fe>yi/3 >S^l?feSo 7^-t-y'>3 ^S^^ItS-TSilillt 
<t!9GenBank:^^?>-?-OigSE^J;SrSg#-r§i:i:*^l?t5c S:rc. a*© Tjie^^ 

J ^g^»^©ae?iS> n- F-r § ^ >/^^K^. xf±jte?o«ifli (it^^ns 
t(D*>^o)*atTi/^5oa4'o«feffii{iiits^-e*So 

[ 0 0 7 2 ] 

mi smxami 7 a^^:?^^t^§ae^ ^^^i^^ 5/ y f«ic j:-:5T%ii*^si»^n 
55-yFS*cD^;i/^5yYFSits^ttae?(D^j-efe§o t/t. ^1 eaxti^i 7a 
tc^$tt§ag?*^ 7 y h 7 y mic ^ ^ X mmtmm ^ n ^ ^ y fs*c»7>fv/7 
>iijc»ttae?<Dfifij-efe5o .t mi 5ati:^?n524 T^oae^jb^ 40 

^:7;l/^5y-rFSJC^gttae^7-fe•pT7>Fi/7>«^S^§ttae?T■^V^€,^DcDMT■fe 

5o ^i6atc^^n57 9ffloae^*K 7>Fs^7>'^fSgttae^T-*-pT^';i/i' 
5y-t'Fiijs^ttae^-e:5:t^t®(D^j-efeSo si 7 mic^^-^ 2 2 4 mom&^f)'' 

> ^';l/^'5y-l'FS*S^ttag?T'feoTA>07>F->7yJi*£;S1tae?T'fe5fe©<D 
e^J T i. o 
[ 0 0 7 3 ] 

^x^v--yift^!itt)'^X'^^o •riSit>-^s if ^ y -f Ym'P7 y h i/7 ymum 

F v'7 yajss^ttae^ti i';i/^5y-r h'm'^7 y h iy7 ymi:: ii -dX t<D%mfi^mmx 50 
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[ 0 0 7 4 ] 

Atf*ligS5 0~10 0;iMi:*5<J:9tClgitiJCj^j!lp-r5o iKDfS. t«^1^tia*Se>J!)^U 

tf2 4^P^mtCiliBa^|5]lK-r5o lH]lRL/iiilJ!S*^P)i^RNA;&ttaiL. jgacD^^teTcD 
N A ^fig^fTl/^. ^ e.tC^|$lb^!i«3*«Jt)3iS-tt*A^S.iSi5{bc R N A*^fig-r?.o CCD 
«(Mffc c AlcnLTDN A^^ i;a7\y^m«x^n\^^. ^ 5 / K^itSSttSe 

[ 0 0 7 5 ] 

i:^: ^;i/i'5/^Kaf5Stt3Be?^st;/xtt7>h i^7y^ii£;si4ae?o^]i«% 

^«-r S C *<T' t 5 D N A ^ >y :/A^#$n§ u t A^ff t L < . ^-OftefC. iMteSBSS. s 
R N A atli • «S!ffle£S. cDNA^^fflKS, S 1$ c R N A fiSt ffl M M . ^n-T^ 

[ 0 0 7 6 ] 30 

K^(c^^*<fe»?. *>o±fB LfcSiasaiBg© 5 y 'f KSf5^i4ae?-^7 y h i^7 

>SfS^ttae?a^;i'^^y'i'K3i^7>hi^7>stca;oT^ofgs*^gi»xafflj$ij 

fEtl^o Lfcfi^-DX. Si^ae?OfgIg:^^^;l'i'5yi'KS^7>h~>7>'Sl¥feTfc(Rl 

)»*^^tfe,n5o S^L/cggKJaBS^. ±l3t|pI1ilci7;l/^5/^K5iRt;/X«7yh 

^> 7 ^S^tyjitOlgiteT'^S iBHitC LT D N A v-r P 7 U-<ft|iWT' ^' ;1/ ^ y 40 

KilJC^14jie^Rtf/X{i7^hi/7>jiJS^14jtg?©^]iya7T'r;l/?r*5o<?'J 

Aff, mi«~^7g. ^1 5S~^i 7 aic^$n5aG?g¥o±gi3Xfi-a5(7)fiiiA^ 
iSB#6^tcigi,>ffiifi]^^bTv^s^^. fe^i/^i. ^8«~^i 4Sic^$n?.ae?^(D 

LTl^S i:ff«f § <: i: A^T't 5o *i3, Sil!!t<:#i6 S ^ 5 y KS^7 > h 7 > 
[ 0 0 7 7 ] 

S#l^a;^ 'J - ^ > y h *1i^-r 5 C i: *^T* t So + h K < t t . yl/ 50 
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[ 0 0 7 8 ] 

© T f± ^: o 
[ 0 0 7 9 ] 

1. MShm^^tETr(D\^ h mmmm(Di^m 

-kffum^ t LX . i'Jl^^y (Biffbfigtt) . X h 7 Kn i^;!.^/ 5 > (HW{l:fi)c«:) 
. j/yrii^y (7-?-3i^a) RtS->T=.i^y- 3 h' (7:^=Ii^ti) ©48* a 
WL^Co SiteiiW)iSi§«ffl^tffiAM-l (Zen-B i ott) tc. fee.)!)^C46i^;><^;l/7.;l/ 
*4^5/F (DM SO) lC't§mLrc^-kS>m^^. 5 5 O fi M. 

•7 t: F n ^7 ;v ^ 5 >■ 7 5 ^ M , 7 - > i: 7 - - 3 - n F {± 1 0 0 /z M 

J: 3 ic^-n^n^in LT. t fco ctommiciEn^ h&^mmmm (z 

e n - B i 0 tt> ^itmm'i& 1 3 B f^) *» S L, 5 % C O2 <DT. 3 7 T* 2 4 ^P^Jg 
«Lfco ^B^tca:ftB°pH?*^SpH^-rtcDMS0O**gi^iiS0. i%i:*5j;5lc^ 
Ad L o 
[ 0 0 8 0 ] 

2 . b F c R N A (OmM 

ig«24^KgtCt:FfllMfflSS*[lllRL. RNeasy Lipid Tissue 
Mi n i K i t (QIAGENtt) ^fflV^T. ±R N A ^mmLfCo W^ntc^ 
RNA*ilSi:LT> Superscript Choice System(Invi 
t rogentt) RXIT 7 - d (T) 247'^'l'v- (Amersham Pharma 
c i att) *fflV^Tl*igcDcDNA%^fi?L/cc ltV>T. x:t4^i>";#?^'U^^F5 
^X^ + -(dNTP), DNA'J;^f--lf, DNA>i<U^^--tfIRO^RNaseH(J.;( 
±. I nv i t rogentt) ^^AnLTSJC^H^, MlCT4DNA:i<U;^7--lfI (I 
nv i t rogentt) *gsAaLT2*®cDNA*-&figL/c:c tfSnfccDNA 
^ttiat^xRNA Transcript Labeling Kit(Enzo Li 
f e Sc i encestt) *fflV>, ATP. GTP, CTP. UTP. \£:ti-yitUT 

P. st;tr^9^>fbc T p *ta^r 7'^;p{bRjs*ff :3fco s.fS.±^<^^mmm. 4 0m 

M F'JX-pK(pH8. 1), 30mM Bm-^ ^^yt^ h, lOOmM B^^*U 
'>Att3T94^li:T35^^F^i;nfiLT. »f>Tr{t:L/c:lf;t^>{bt:FcRNA*iiS!Lfco 
[ 0 0 8 1 ] 

3. B N A ^ y-f t <D ^ f V ^ ^ X t m^m^ 

18i^i\:Lrc\£t^yit\chcRNA^, lOOmM MES, IM i- h V 6 K^, 2 
OmM EDTA, 0.0 1% Tween20(JXT^''^-r7■l)^■1'-^f — ~>3>/^-y7 
r~t^T?>) 45^tT16^P^. GeneChip (Affymetrixtt. 
S^ffi^) Human Genome Focus Arraylc/\^yv-$^4X^-^ 
/c:o>'^-I'yD^-rX^. Affymetrix fluidics station IC^ 
it(0:/u h 3-;l/Jct^V>. G e n e C h i p*gt#L. ^feLfc„ ^^icii s t r e p t 
avidin phycoerythin (Molecular Probes tt)i:b 
iotinylated anti-Streptavidin ("7 t ::i y^i) ^ f^l^-^ fc 
o^fe^OGeneChip^Gene Scanner (HEWLETT PACKA 
RDtt)*fflV^T;^4^'^VL. 4 8 8 nm©i!ie7t*ffiV^. 5 7 0 n m<D^ft^ y if t )iy 

[ 0 0 8 2 ] 
4 . 
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X- ^8?*Tti, Gene Spring (Silicon Genetics tt)%ffl 

ttS'>L/'cfe<Di:!|!iJ^Lfco 
[ 0 0 8 3 ] 

r-^j'^^roi^^. ^lgA^e)S7a^c^^n§Jle?^c:o^^Tfla*^*ic^i:iitoUT 
t-f^ 1 a*>€)M7gtcov>T)ils:>:gii§-rsi:s S 1 SJcs^tns 3 3 fioite^a. ^ 

;b 5 > . -r b 7 t: F n ^ ;l/ ^ 5 > , v' 7 - > . >' 7 - i^' > - 3 - ^ ;!/ 3 K O l/^ -fn 

ictctiiip-r?)96{ioite?A^?). ^igic^$nfc33{icDae?^i^v>fcjie?efT- 
■rn^^ijaufc^^T'tfgJiA^WMictiip-rsi-ssfflOjte?*^?). ^laic^^nfc 

[ 0 0 8 4 ] 

^ 4 S ^ ? n ^ 1 3 2 ffl O a e ? a . 7 ->* > ^ ^ *□ L fc it ^ t a W m ]1 it 20 

iP f S 7 - > - 3 - y ;!/ n V/ K ip L ig ^ ic « ^ ]1 a g L ;S: a e ? P 

T?$So ll5Slc5^?n56 1 iMtc.— >7-5;> - 3 -y;l/3i/ K^SiP 

L fc IC a fgil *^ tiita T 5 *^ 7 ^ y i^iflP L fc fi it L % 

v^ae?ii-e$§o S6aic^$n§3 0 6<@©ae?«. ^'/i/^^sy^^iPLfc^^tc 
*v>ae?8fT-fe5o S7Sic^?n5i 2 i<a©ae^a, js?tc. xh^tKa^;!/^ 

[ 0 0 8 5 ] 

i^jtcmsaj&^ami 4atcov>Tiii^iiiiB-rs^, msatcs^^ns 1 offloae^a so 

■rniS:^]!jPt/c:^^T*tfgiK*^#StcilS'>Lfcfflg?i^-e$>-5o S9«tc^;?n5 7 2{i 
->7::.i^>^:i/7:::>^y-3-^^;l'3v'FOV^-fn^^ibPLfcii^T*fe^il 

*^w,sicM'>-r 5 8 2 fflcoae?*^ p. . ms&tc^^n/c 1 0 fioae? ^itv^fcae? 

S¥Tfe§o SlOSfc^^n59 7<i©ae^{i:. ^;l/^5>i:rF5bFa^;l/ir^y 

©v^-fn^ss*pufc®^T'«,^?i*^WjttcM'>-r5i 0 7ffl©ag?(D^-&x ^8«ic^ 

[ 0 0 8 6 ] 

ig I 1 s tc ^ n § 1 0 8 f@ © a e ? a . 7 :i > ^ ap l /c ^ ^ a * ic 1 5g s a< 
S'>-r^*^ >'7-->'>'- 3 - -> f^sad Lfcii^ica^iifiA^gft; L^ci^ae? 40 

T'fe 5o. ^ 1 2 StC^^ 2 2 3 ffloae^tt. jS^JC^ '>7-i'*>' - 3 - y;l/n 5/ f 
* ^^ip t Ji^ tc a WSclc flii*^ ji'>-r 5 i> 7 - v'* > * j^/ra L fc'^^ ti 

{i:t^v^ae?sfT-fe?)o ^1 3g(c^?n§2 6 3ficDaG?a> ^^i/i'sy^stat 
*^^fkb*v>ae?gfT-*5o ^1 4gtc^$n5i i 8{B<oae?^fi, jS?(c. -fF^t 

[ 0 0 8 7 ] 
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^^^^ 


^ ^ 

Jjfe^^ 


1 


209531 _at 


glutathione transferase zeta 1 (maleylacetoacetate 

isomerase) 


0 
£. 


zui^ooo at 


unc-ol-like kinase 1 CC. elegans; 


3 


206155_at 


ATP-binding cassette, sub-family C (CFTR/MRP), member 
2 


4 


205968.at 


potassium voltage-gated channel, delayed-rectifier, 
subfamily S, member 3 


5 


217931 at 


trinucleotide repeat containing 5 


6 


202111_at 


solute carrier family 4, anion exchanger, member 2 
(erythrocyte membrane protein band 3-like 1) 


7 


203894 at 


tubulin, gamma 2 


8 


219114_at 


g20 protein 


9 


207369 at 




10 


201701.s.at 


progesterone receptor membrane component 2 


11 


213081 at 


zinc finger protein 297 


12 


208932 at 


protein phosphatase 4 (formerly X), catalytic subunit 


13 


207463 X at 


protease, serine. 3 (mesotrypsin) 


14 


202437.s.at 


cytochrome P450, subfamily 1 (dioxInHnducible). polypeptide 

1 (glaucoma 3, primary infantile) 


15 


208523_x_at 


H2B histone family, member K 


16 


20411 6_at 


interleukin 2 receptor, gamma (severe combined 
immunodeficiency) 


17 


37424 at 


chromosome 6 open reading frame 18 


18 


202789 at 




19 


209616 s at 


carboxylesterase 1 (monocyte/macrophage serine esterase 


20 


213112_s_at 


sequestosome 1 


21 


208024_s_at 


DiGeorge syndrome critical region gene 6 


22 


214455 at 


H2B histone family, member L 


23 


34187_at 


RNA binding motif, single stranded interacting protein 2 


24 


203473_at 


solute carrier family 21 (organic anion transporter), member 
9 


25 


218934 s at 


heat shock 27kDa protein family, member 7 (cardiovascular) 




c\j\jo£. 1 at 


lysosomal-associated membrane protein 2 


21 


205770 at 


glutathione reductase 


28 


203929 s at 


microtubute-associated protein tau 


29 


203689 s at 


fragile X mental retardation 1 


30 


212716.s_at 


muscle specific gene 


31 


210001 s at 


suppressor of cytokine signaling 1 


32 


202219.at 


solute carrier family 6 (neurotransmitter transporter, 
creatine), member 8 


33 


202152 X at 


upstream transcription factor 2. c-fos interacting 
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1 


201767.s.at 


elaC homolog 2 (E. coli) 


2 


210130 s at 


transmembrane 7 superfamily member 2 


3 


208998.at 


uncoupling protein 2 (mitochondrial, proton carrier) 


4 


203853.s.at 


GRB2-associated binding protein 2 


5 


220210 at 


cholinergic receptor, nicotinic, alpha polypeptide 10 


6 


205437 at 


zinc finger protein 21 1 


/ 




a disintegrinHike and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 5 (aEgrecanase-2) 


Q 

O 




solute carrier family 22 (organic cation transporter), 
member IHike 


9 


219773 at 


NADPH oxidase 4 


10 


209074 s at 


TU3A protein 


11 


206994_at 


cystatin S 


12 


219373 at 


dolichyhphosphate mannosyltransferase polypeptide 3 


13 


213348_at 


cyclin-dependent kinase inhibitor 1 C (p57, Kip2) 


14 


202688_at 


tumor necrosis factor (ligand) superfamily, member 10 


15 


1 007 s at 


discoidin domain receptor family, member 1 


16 


207030 s at 


cysteine and glycine-rich protein 2 


17 


209667_at 




18 


Z04oo4_3t 


vitronectin (serum spreading factor, somatomedin B. 
complement S-protein) 


19 


206429 at 


coagulation factor II (thrombin) receptor-like 1 


20 


205141 at 


angiogenin, ribonuclease, RNase A family, 5 


21 


210220 at 


frizzled homolog 2 (Drosophila) 


22 


20598 l_s_at 


inhibitor of growth family, member 1-like 


23 


202554_s_at 


glutathione S~transferase M3 (brain) 


24 


218373 at 


fused toes homolog (mouse) 


25 


202481 at 


short-chain dehydrogenase/reductase 1 


26 


207250 at 


sine oculis homeobox homolog 6 (Drosophila) 


27 


204867 at 


GTP cyclohydrolase I feedback regulatory protein 


28 


218918.at 


mannosidase, alpha, class 1C, member 1 


29 


202525 at 


protease, serine, 8 (prostasin) 




z I y»j4u_s_at 


ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) 


31 


203576 at 


branched chain aminotransferase 2, mitochondrial 


32 


202813 at 


TAR (HIV) RNA binding protein 1 


33 


200884 at 


creatine kinase, brain 


34 


215690_x.at 


GPAA1P anchor attachment protein 1 homolog (yeast) 


35 


220770_s.at 


transposon-derived Buster3 transposase-like 


36 


207177 at 


prostaglandin F receptor (FP) 


37 


203722 at 


aldehyde dehydrogenase 4 family, member Al 


38 


203683 s at 


vascular endothelial growth factor B 


39 


209507 at 


replication protein A3. 14kDa 


40 


202108 at 


peptidase D 


41 


204547 at 


RAB40B, member RAS oncogene family 


42 


220230 s at 


cytochrome b5 reductase b5R.2 


43 


209600 s at 


acyl-Coenzyme A oxidase 1 , palmitoyi 


44 


205347_s.at 


thymosin, beta, identified in neuroblastoma cells 


45 


209731 at 


nth endonuclease Ill-like 1 (E. coli) 


46 


207175_at 


adipose most abundant gene transcript 1 


47 


210106 at 


retlnol dehydrogenase 5 (1 1-cis and 9-cis) 



30 



40 
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48 


206315 at 


cytokine receptor-like factor 1 


49 


34408 at 


reticulon 2 


50 


200858.s.at 


ribosomal protein S8 


51 


203669.s.at 


diacylgtycerol O-acyltransferase homolog 1 (mouse) 


52 


204276 at 


thymidine kinase 2. mitochondrial 


53 


208034 s at 


protein Z, vitamin K-dependent plasma glycoprotein 


54 


205364 at 


acyl-Coenzyme A oxidase 2, branched chain 


55 


207789_s_at 


dipeptidylpeptidase VI 


56 


205913 at 


perilipin 


57 


203325 s at 


collagen, type V, alpha 1 


58 


206163.at 


mab-2Hike 1 (C. elegans) 


59 


202360 at 


mastermind-like 1 (Drosophila) 


60 


201425 at 


aldehyde dehydrogenase 2 family (mitochondrial) 


61 


208383_s.at 


phosphoenolpyruvate carboxykinase 1 (soluble) 


62 


210412_at 


glutamate receptor, ionotropic, N-methyl D-aspartate 2B 


63 


203632_s_at 


G protein-coupled receptor, family C. group 5. member B 
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1 


203665 at 


heme oxygenase (decycling) 1 


L 


ZUi>4U4_at 


hydroxysteroid (11 -beta) dehydrogenase 1 




2uu/yu_at 


ornithine decarboxylase 1 


A 

4 


2 i9475_at 


pregnancy-induced growth inhibitor 


5 


1 Aft >l CT & 

209457 at 


dual specificity phosphatase 5 


6 


209921. at 


solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 


7 


203925.at 


glutamate-cysteine ligase. modifier subunit 


8 


200924.s.at 


solute carrier family 3 (activators of dibasic and neutral 
amino acid transport), member 2 


9 


202871 at 


TNF receptor^associated factor 4 


10 


203963 at 


carbonic anhydrase XII 


11 


219214 s at 


5'.3'~nucleotidase, cytosolic 


12 


205282.at 


low density lipoprotein receptor-related protein 8, 
apolipoprotein e receptor 


13 


207469 s at 


Pirin 


14 


202804_at 


ATP-binding cassette, sub-family C (CFTR/MRP), member 
1 


15 


220633 s at 


HP1-BP74 


16 


202711 at 


ephrin-Bl 


17 


207813 s at 


ferredoxin reductase 


18 


210329.s.at 


sarcoglycan, delta (35kDa dystrophin-associated 
glycoprotein) 


19 


209277 at 


tissue factor pathway inhibitor 2 


20 


221571_at 


TNF receptor-associated factor 3 


21 


204096 s at 


hypothetical protein DKFZp434I1 91 6 


22 


201118_at 


phosphogluconate dehydrogenase 


23 


200825_s_at 


hypoxia up-regulated 1 


24 


201471_s_at 


sequestosome 1 


25 


220937.s.at 


sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 
galactosyl-1,3)-N-acetyl galactosaminide alpha-2.6- 
siatyttransferase) 


26 


20656 l_s_at 


aldo-keto reductase family 1. member BIO (aldose 

reductase) 


27 


210202 s at 


bridging integrator 1 


28 


209122_at 


adipose differentiation-related protein 




ZUUoOO s at 


heat shock 70kDa protein 1 A 


30 


204158_s.at 


T-cell, immune regulator 1 , ATPase, H+ transporting, 
lysosomal VO protein a isoform 3 


31 


212400_at 


Homo sapiens mKNA, cUNA DKrZpDooAUDlo (from clone 
UKr^poooAUbioA mKiMA sequence 


32 


20816Ls^at 


ATP-binding cassette, subfamily C CCFTR/MRP), member 
o 


33 


201481 s at 


phosphorylase, glycogen; brain 


34 


210512 s at 


vascular endothelial growth factor 


35 


217849_s_at 


CDC42 binding protein kinase beta (DMPK-like) 


36 


209928 s at 


musculin (activated B-cell factor-1) 


37 


209030 s at 


immunoglobulin superfamily, member 4 


38 


203814 sat 


NAD(P)H dehydrogenase, quinone 2 


39 


213704_at 


Rab geranylgeranyltransferase. beta subunit 


40 


202659.at 


proteasome (prosome, macropain) subunit. beta type, 10 
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41 


204420_at 


FOS-like antigen 1 


42 


203005_at 


lymphotoxin beta receptor (TNFR superfamily, member 3) 


43 


201749.at 


Homo sapiens, clone 1MAGE:4845226, mRNA, mRNA 
sequence 


44 


202667_s_at 


HLA class II region expressed gene KE4 


45 


20623 1_at 


potassium intermediate/small conductance calcium- 
activated channel, subfamily N, member 1 


46 


201415 at 


glutathione synthetase 


47 


202581 at 


heat shock 70kDa protein 1 B 


48 


211564 s at 


LIM domain protein 


49 


205064 at 


small proline-rich protein 1 B (comifin) 


50 


202606 s at 


tousled-like kinase 1 


51 


205181 at 


zinc finger protein 1 93 


52 


210691 s at 


SiahHnteracting protein 


53 


208700 s at 


transketolase (Wernicke-Korsakoff syndrome) 


54 


204271 s at 


endotheiin receptor type B 


55 


204299 at 


FUS interacting protein (serine-arginine rich) 1 


56 


201516 at 


spermidine synthase 


57 


205323 s at 


metal-regulators^ transcription factor 1 


58 


202223_at 


integral membrane protein 1 


59 


209236.at 


solute carrier family 23 (nucleobase transporters), member 
1 


60 


202927_at 


protein (peptidyl-prolyl cis/trans isomerase) NIMA- 
interacting 1 


61 


218612 sat 


tumor suppressing subtransferable candidate 4 


62 


204878_s_at 


thousand and one amino acid protein kinase 


63 


202424 at 


mitogen-actlvated protein kinase kinase 2 


64 


203947_at 


cleavage stimulation factor, 3' pre-RNA, subunit.3, 77kDa 


65 


220189 s at 


mannosyl (alpha-1 ,3-)-glycoprotein beta-1 ,4-N- 
acetylglucosaminyltransferase, isoenzyme B 


66 


204257_at 


fatty acid desaturase 3 


67 


20661 4_at 


growth differentiation factor 5 (cartilage-derived 
morphogenetic protein- 1) 


68 


204970_s_at 


v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
G (avian) 


69 


208655_at 


cyclin I 


70 


208864_s_at 


thioredoxin 


71 


203602_s_at 


zinc fmger protein 151 (pHZ-67) 


72 


216220_s at 


adenosine A1 receptor 


73 


203126_at 


inositol(myo)-1(or 4)-monophosphatase 2 


74 


201266_at 


thioredoxin reductase 1 


75 


204243 at 


rearranged L-myc fusion sequence 


76 


209077_at 


thioredoxin 2 


77 


218530_at 


formin homology 2 domain containing 1 


78 


202328_s_at 


polycystic kidney disease 1 (autosomal dominant) 


79 


204327 s at 


zinc finger protein 202 


80 


221882.s,at 


transmembrane protein 8 (five membrane-spanning 
domains) 


81 


206631_at 


prostaglandin E receptor 2 (subtype EP2), 53kDa 


82 


208706 s at 


eukaryotic translation initiation factor 5 


83 


202329_at 


c-src tyrosine kinase 
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84 


206976_s_at 


heat shock 105kD 


85 


207163_s_at 


v-akt murine thymoma vira! oncogene homolog 1 


86 


217289_s_at 


glucose*6-phosphatase. transport (glucose-6-phosphate) 
protein 1 


87 


204178_s_at 


RNA binding motif protein 14 


88 


20831 3_s_at 


splicing factor 1 


89 


203502 at 


2,3~bisphosphoglycerate mutase 


90 


209699.x_at 


aldo-keto reductase family 1 , member 02 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3~alpha 
hydroxysteroid dehydrogenase* type III) 


91 


221009 s at 


angiopoietin-like 4 


92 


214552_s_at 


rabaptin^S 


93 


205075.at 


serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 


94 


201 675_at 


A kinase (PRKA) anchor protein 1 


95 


20241 8_at 


Yip 1 p"~interacting factor 


96 


210793 s at 


nucleoporin 98kDa 


97 


221667 s at 


protein kinase H11 


98 


203269.at 


neutral sphingomyelinase (N^SMase) activation associated 
factor 


99 


36004„at 


inhibitor of kappa light polypeptide gene enhancer in B- 
cells, kinase gamma 


100 


202087 s at 


cathepsin L 


101 


209253 at 


vinexin beta (SH3-containing adaptor molecule**!) 


102 


203403 s at 


ring finger protein (C3H2C3 type) 6 


103 


203714 s at 


tubulin-specific chaperone e 


104 


204244_s_at 


activator of S phase kinase 


105 


201252_at 


proteasome (prosome, macropain) 26S subunit. ATPase. 4 
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1 


20781 3 s at 


ferredoxin reductase 


2 


. 204805 s at 


HI histone family, member X 


3 


\ 219314 s at 


zinc finger protein 219 


^ 


^ 204159 at 


cyclin-dependent kinase inhibitor 2C (d18, inhibits CDK4) 


5 


202326_at 


HLA-B associated transcript 8 


6 


205478_at 


protein phosphatase 1. regulatory (inhibitor) subunit 1A 


7 


202711 at 


ephrin-Bl 


8 


20661 4_at 


growth differentiation factor 5 (cartilage-derived 
morphoHenetic oroteln-1) 


9 


208360_s_at 




10 


205420 at 


peroxisomal biogenesis factor 7 


11 


202411 at 


Interferon, alpha-inducible protein 27 


12 


205200_at 


tetranectin (plasminogen binding protein) 


13 


202581_at 


heat shock 70kDa protein 1 B 


14 


204681^s.at 


guanine nucleotide exchange factor for Rapl; M-Ras- 
regulated GEF 


15 


204878_s_at 


thousand and one amino acid protein kinase 


16 


201253,s_at 


CDP-dlacylglycerol — inositol 3-phosphatidyltransf erase 
(phosphatidylinosltol synthase) 


17 


206938_at 


steroid-5~alpha-reductase, alpha polypeptide 2 (3-oxo-5 
alpha-steroid delta 4-dehvdrogenase alpha 2) 


18 


205075_at 


serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 


19 


35820 at 


GM2 ganglloside activator protein 


20 


204287 at 


synaptogyrin 1 


21 


210202_s_at 


bridging integrator 1 


22 


205384_at 


FX YD domain containing ion transport regulator 1 
(phospholemman) 


23 


205792 at 


WNTl inducible signaling pathway protein 2 


24 


32032 at 


DiGeorge syndrome critical region gene 14 


25 


37462 i at 


splicing factor 3a. subunit 2. 66kDa 


26 


214438 at 


H2.0-like homeo box 1 (Drosophila) 


27 


204039 at 


CCAAT/enhancer binding protein (C/EBP), alpha 


28 


22035 l_at 


chemoklne (C-C motif) receotor-like 1 


29 


217770_at 


phosphatidyl inositol glycan class T 


30 


204856.at 


UDP-GlcNAc:betaGal beta-l,3-N- 
acetylglucosaminyltransferase 3 


31 


203859 s at 


paralemmin 


32 


219214_s_at 


5',3'-nucleotidase, cytosotic 


33 


218855 at 


seven transmembrane domain orphan receptor 


34 


209522_s_at 


carnitine acety {transferase 


35 


218559_s_at 


v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
B (avian) 


36 


208655 at 


cyclin I 


37 


202201 at 


biliverdin reductase B (flavin reductase (NADPH)) 


38 


221523 s at 


Rag D protein 


39 


217844 at 


nuclear LIM interactor-interacting factor 


40 


204096_s_at 


hypothetical protein DKFZp434I191 6 


41 


200800_s_at 


heat shock 70kDa protein 1A 


42 


203973 s at 


CCAAT/enhancer binding protein (C/EBP). delta 


43 < 


212032 sat 


prostate tumor over expressed gene 1 
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44 


205382 s at 


D component of complement (adipsin) 


45 


203409 at 


damage-specific DNA binding protein 2, 48kDa 


46 


207469_s_at 


Pirin 


47 


204360_s_at 


N-acety)gluco5aminidase. alpha- (Sanfilippo disease niB) 


48 


220753 s at 


crystallin, lambda 1 


49 


204908_s_at 


B-cell CLL/lymphoma 3 


50 


200904_at 


major histocompatibility complex, class L E 


51 


220387 s at 


HERV-H LTR-associating 3 


52 


200042 at 


hypothetical protein HSPC1 17 


53 


206044 s at 


y-raf murine sarcoma viral oncogene homolog B1 


54 


203538 at 


calcium modulating ligand 


55 


201415 at 


glutathione synthetase 


56 


217232_x_at 




0/ 


^14ooo_s_at 


Homo sapiens cDNA FLJ20088 fis, clone COL03869, mRNA 
sequence 


58 


209082_s_at 


collagen, type XVIII, alpha 1 


59 


218387 s at 


6-phosphogluconolactonase 


60 


201431_s_at 


dihydropyrimidinase-like 3 


61 


205236_x_at 


superoxide dismutase 3, extracellular 


62 


219922_s_at 


latent transforming growth factor beta binding protein 3 


63 


48031 r at 


chromosome 5 open reading frame 4 


64 


205330_at 


meningioma (disrupted in balanced translocation) 1 


65 


20461 0_s_at 


hepatitis delta antigen-interacting protein A 


66 


209398 at 


HI histone family, member 2 


67 


212647_at 


related RAS viral (r^ras) oncogene homolog 


68 


205824_at 


heat shock 27kDa protein 2 


69 


217969 at 


chromosome 1 1 open reading frame2 


70 


210141_s.at 


inhibin, alpha 


/ 1 


01 OOflQ .•4- 

ZioZUSf.at 


TAF6~like RNA polymerase 11. p300/CBP-associated factor 
(PCAF)-associated factor. 65kDa 


72 


202328_sjt 


polycystic kidney disease 1 (autosomal dominant) 


73 


202659.at 


proteasome (prosome, macropain) subunit, beta type, 10 




z 1 z*fuu_au 


Homo sapiens mRNA; cDNA DKFZp586A0618 (from clone 
DKFZp586A0618). mRNA sequence 


75 


206534 at 


glutam ate receptor, ionotropic. N-methyl D-aspartate 2A 


76 


219216 at 


ETAA16 protein 


77 


9in')9Q c at 


sarcoglycan, delta (35kDa dystrophin-associated 
glycoprotein) 


78 


207327_at 


eyes absent homolog 4 (Drosophila) 


79 


200810_s_at 


cold inducible RNA binding protein 


80 


207633.s.at 


muscle, skeletal, receptor tyrosine kinase 


81 


218276 s_at 


WW45 protein 


82 


207840.at 


natural killer ceil receptor, immunoglobulin superfamity 


83 


221725_at 


WAS protein family, member 2 


84 


211006.s.at 


potassium vottage^gated channel, Shab-related subfamily, 

member 1 


85 


204718 at 


EphBB 


86 


217930 s at 


Toll-interacting protein 


87 


218142 s at 


protein x 0001 


88 


201502.s.at 


nuclear factor of kappa light polypeptide gene enhancer in 
B-cells inhibitor, alpha 
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89 


216256 at 


glutamate receptor, metabotropic 8 


90 


218183_at 


chromosome 1 6 open reading frame 5 


91 


201527_at 


ATPase. H*** transporting, lysosomal 14kDa, VI subunit F 


92 


205954 at 


retinoid X receptor, gamma 


93 


32625,at 


natriuretic peptide receptor A/guanylate cyclase A 
(atrionatriuretic peptide receptor A) 


94 


21 4529. at 


thyroid stimulating hormone, beta 


95 


208349 at 


ankyrinHike with transmembrane domains 1 


96 


219140 s at 


retinol binding protein 4, plasma 


97 


200094_s_at 


eukaryotic translation elongation factor 2 


98 


203296_s_at 


ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide 


99 


208151 X at 


DEAD/H (Asp-Glu-Ala-Asp/Hls) box polypeptide 1 7, 72kDa 


100 


209253_at 


vinexin beta (SH3~containing adaptor molecule"!) 


101 


209034 at 


proline rich 2 


102 


219643_at 


low density lipoprotein^'related protein IB (deleted in 
tumors) 


103 


217887 s at 


pnirlpnrir)! prnwth f^^rtnr rpppntnr natiiwax/ ^uhctratp 15 


104 


205158_at 


ribonuclease, RNase A family. 4 


105 


218086 at 


npiiml nrnlifprsit'inn rliffprpnf'isif'inn anrl control 1 


106 


203524 s at 


mprP5*n't"ftnv/n ix/af'p ci ilfi irtrancfpracp 


107 


209451 at 


TRAP 'famiiw mAmKpr~'Accrkr*iAi'AH NPl^R skn^i\isk'¥nr 


108 


204418 X at 


frii il'stthinnp ^"^rancfprsicp MO fmnQf^lpi 
Siu liAu iiui w Lfaiidiciadc ivi^ viiiuowic/ 


109 


201 835 s at 


nmtpin kinn^p AMP*~'acfi\/9'fprl Kipt'A 1 nnn — cat'al\/frio ciihiinit 


110 


21 9884 at 


LIM hompobox nrotpin 6 


111 


216910 at 




112 


208764.s.at 


ATP synthase. H+ transporting, mitochondrial FO complex, 
suhtjnit c rfiiihuntt 9^ i«!ofhmn 2 

wUUUillb V Ilk V/, lOwlUIIII 


113 


208951 at 

4UwVww 1 Oil* 


aldphvdp dpH\/drop'pna<%p 7 fAmil\/ mpinhpr A1 

aiviwiiyuw u wi ly ui ugci laow i loiiiiiyi iiiwiiiwwi i 


114 


207402 at 


7inc fincpr nrntpin 132 frlonp nHZ-"1?^ 


115 


208904_s_at 


ribosomal orotein S28 


116 


206610 s at 

Ate V \^ \J I W W W 


coagulation factor XI fola^ma thromhonla^tin antpf pdent) 


117 


220748 s at 


LDL Induced FC nrotpin 


118 


214290_s_at 


H2A histone familv member O 


119 


211349_at 


solute carrier familv 1 5 (olieroDeDtJde transDorter) member 

1 


120 


208717 at 


oxidase (cytochrome c) assembly 1 ~like 


121 


203168 at 


cAMP responsive element binding protein~like 1 


122 


209449 at 


chromosome 6 open reading frame 28 


123 


207642 at 


hypocretin (orexin) neuropeptide precursor 


124 


218685_s_at 


single-strand selective monofunctional uracil DNA 


125 


200766_at 


cathepsin D (lysosomal aspartyl protease) 


126 


203665 at 


heme oxygenase (decycling) 1 


127 


219977 at 


aryl hydrocarbon receptor interacting protein-like 1 


128 


205323_s.at 


metal-regulatory transcription factor 1 


129 


203413 at 


NEL-like 2 (chicken) 


130 


219594 at 


ninjurin 2 


131 


201494 at 


prolylcartoxypeptidase (angiotensinase C) 


132 


219398.at 


cell death activator CIDE-3 
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1 


21051 1_s_at 


inhibin, beta A (activin A, activin AB alDha Dolypeptide; 


2 


220633_s_at 


HP1-BP74 


3 


219577 s_at 


ATP-bindmg cassette, sub-family A (ABCi). member 7 


4 


221217_s_at 


ataxin 2-binding protein 1 


5 


222123_s_at 


hypoxia inducible factor 3, alpha subunit 


6 


206119_at 


betaine-homocysteine methyltransferase 


7 


205710_at 


low density lipoprotein-related protein 2 


8 


205181 at 


zinc finger protein 1 93 


9 


212224_at 


aldehyde dehydrogenase 1 family, member A1 


10 


206066_s_at 


RAD51 homolog C (S. cerevisiae) 


11 


204300_at 


PET112Hike (yeast) 


12 


209980_s_at 


serine hydroxymethyltransferase 1 (soluble) 


13 


20371 Oat 


inositol 1 ,4,5-triphosphate receptor, type 1 


14 


217289.s.at 


glucose-6-phosphatase. transport (glucose-6-phosphate) 
protein 1 


15 


209077 at 


thioredoxin 2 


16 


207532 at 


crystallin. gamma D 


17 


204388_s_at 


monoamine oxidase A 


18 


203637_s_at 


midline 1 (Opitz/BBB syndrome) 


19 


205999_x_at 


cytochrome P450, subfamily IM (niphedipine oxidase), 
polypeptide 4 


20 


209030_s_at 


immunoglobulin superfamily. member 4 


21 


205439 at 


glutathione S-transferase theta 2 


22 


210210 at 


myelin protein zero-like 1 


23 


205952 at 


potassium channel, subfamily K, member 3 


24 


203988 s at 


fucosyltransferase 8 (alpha (1.6) fucosyltransferase) 


25 


203081 at 


catenin, beta interacting protein 1 


26 


217849_s_at 


CDC42 binding protein kinase beta (DMPKHike) 


27 


219529_at 


chloride intracellular channel 3 


28 


222030.at 


Homo sapiens cDNA FLJ38630 fis, clone HHDPC2000070. 
mRNA sequence 


29 


211423_s_at 


sterol-C5-desaturase (ERG3 delta-5~desaturase homolog, 

fungal)-like 


30 


204830_x_at 


pregnancy specific beta- 1 -glycoprotein 5 


31 


20571 a.s.at 


cartilage oiigomeric matrix protein (pseudoachondropiasia. 
epiphyseal dysplasia 1 , multiple) 


32 


218346_s_at 


p53 regulated PA26 nuclear protein 


33 


20404 l_at 


monoamine oxidase B 


34 


203400^s_at 


transferrin 


35 


218487_at 


aminolevuiinate, delta-, dehydratase 


36 


209685_s_at 


protein kinase C, beta 1 


37 


213313.at 


rabS GTPase activating protein (GAP and centrosome- 
associated) 


38 


219079 at 


flavohemoprotein b5+b5R 


39 


218877_s_at 


MDS024 protein 


40 


219778 at 


zinc finger protein, multityoe 2 


41 


203126_at 


inositol(myo)-l(or 4)-monophosphatase 2 


42 


207995_s_at 


GD209 antigen-like 


43 


221004 s at 


integral membrane protein 20 


44 


210567 s at 


S-phase kinase-associated protein 2 (p45) 


45 


203697 at 


frizzled-related protein 
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46 


200932 s at 


dynactin 2 (p50) 


47 


207776_s_at 


calcium channel, voltage-dependent, beta 2 subunit 


48 


205174 sat 


glutaminyl-peptide cvclotransferase (glutaminyl cyclase) 


49 


201313 at 


enolase 2, (gamma, neuronal) 


50 


212876_at 


UDP-Gal:betaGlcNAc beta 1,4- gal a ctosy {transferase, 
polypeptide 4 


51 


219843_at 


intracisternal A particle-promoted polypeptide 


52 


201384.s^at 


membrane component chromosoiTie 1 7, surface marker 2 
(ovarian carcinoma antigen CA125) 


53 


206030 at 


aspartoacylase (aminoacylase 2, Canavan disease) 


54 


20451 6_at 


spinocerebellar ataxia 7 (olivopontocerebellar atrophy with 
retinal degeneration) 


55 


200747_s.at 


nuclear mitotic apparatus protein 1 


56 


203824_at 


transmembrane 4 superfamily member 3 


57 


219421 at 


osmosis responsive factor 


58 


201749_at 


Homo sapiens, clone IMAGE:4845226, mRNA, mRNA 
sequence 


59 


209911 X at 


H2B histone family, member B 


60 


210888_s_at 


inter-alpha (globulin) inhibitor, HI polypeptide 


61 


211138_s_at 


kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 
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1 


201767 s at 


elaC homolog 2 (E. coli) 


2 


201272.at 


aldo-keto reductase family 1, member B1 (aldose 
reductase) 


o 


218012 at 


cutaneous T-cell lymphoma-associated tumor antigen 
se20-4 


4 


220351 at 


chemokine (C-C motif) receptor-like 1 




9nRQ*^7 c at 


inhibitor of DNA binding 1, dominant negative helix-loop- 
helix protein 


D 


01 QO^n c af 


ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) 


7 


icu / oZD_s_aL 


inhibitor of DNA binding 3, dominant negative hellx-loop- 
hellx protein 


8 


209196^at 


chromosome 6 open reading frame 1 1 


9 


206055_s_at 


small nuclear ribonucleoprotein polypeptide A' 


10 


204928 s at 


Protein P3 


11 


201468 s at 


NAD(P)H dehydrogenase, quinone 1 


12 


214430 at 


galactosidase, alpha 


13 


212032 s at 


prostate tumor over expressed gene 1 


14 


200619 at 




15 


201281 at 


adhesion regulating molecule 1 


16 


208874_x_at 


protein phosphatase 2A, regulatory subunit B* (PR 53) 


17 


217911_s_at 


BC {^-associated athanogene 3 


18 


222123_sat 


hypoxia inducible factor 3, alpha subunit 


19 


204287 at 


synaptogyrin 1 


20 


209103^s_at 


ubiquitin fusion degradation 1*-like 


21 


209067 s.at 


heterogeneous nuclear ribonucleoprotein DHike 


22 


207876 s at 


filamin C. gamma (actin binding protein 280) 


Zo 


ZUUooZ.s.at 


proteasome (prosome, macropain) 26S subunit. non- 
ATPase, 4 


24 


201387.s_at 


ubiquitin carboxyl-terminal esterase LI (ubiquitin 
thiolesterase) 


25 


218877 s at 


MDS024 protein 


26 


202991 at 


START domain containing 3 


27 


212037 at 


pinin, desmosome associated protein 


28 


201770 at 


small nuclear ribonucleoprotein polypeptide A 


29 


204363 at 


coagulation factor ill (thromboplastin, tissue factor) 


30 


209667 at 




31 


219028 at 


homeodomain interacting protein kinase 2 


32 


200708 at 


glutamic-oxaloacetic transaminase 2, mitochondrial 


(aspartate aminotransferase 2) 


33 


204847^at 


zinc finger protein 


34 


211969_at 


heat shock 90kDa protein 1 , alpha 


35 


204908_s^at 


B^cell CLL/lymphoma 3 


36 


203727.at 


superkliler viralicidic activity 2-llke (S. cerevisiae) 






aldo-keto reductase family 1, member CI (dihydrodiol 


37 


204151.x.at 


dehydrogenase 1 ; 20-alpha (3-alpha)-hydroxy steroid 
dehydrogenase) 


38 


208349 at 


ankyrin-like with transmembrane domains 1 


39 


207707 s at 


SEC13-like 1 (S. cerevisiae) 


40 


209283.at 


crystallin. alpha B 
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41 


219997.s.at 


C0P9 constitutive photomorphogenic homolog subunit 7B 
CArabidopsis; 


42 


210412.at 


glutamate receptor, ionotropic, N-methyl D-aspartate 2B 


43 


202645_s_at 


multiple endocrine neoplasia I 


44 


213330_s_at 


stress-induced-pnosphoprotein 1 (Hsp70/Hsp90-organizing 
protein) 


45 


208025 s at 


high mobility group AT-hook 2 


46 


217765_at 


nuclear receptor binding protein 


47 


200887_s_at 


signal transducer and activator of transcription 1, 91kDa 


48 


205437_at 


zinc finger protein 21 1 


49 


201388_at 


proteasome (prosome, macropain) 26S subunit, non- 
ATPase. 3 


50 


204396 s at 


G protein-coupled receptor kinase 5 


51 


200039 s at 


proteasome (prosome, macropain) subunit, beta type. 2 


52 


203957 at 


E2F transcription factor 6 


53 


203624.at 


DNA segment on chromosome X and Y (unique) 1 55 
expressed sequence 


54 


203777 s at 


ribosomal protein S6 kinase, 70kDa, polypeptide 2 


55 


202666_s_at 


BAF53 


56 


204478_s_at 


RAB interacting factor 


57 


20771 4.s.at 


serine (or cysteine) proteinase inhibitor, clade H (heat 
shock protein 47), member 1, (collagen binding protein 1) 


58 


204300_at 


PET112Hike (yeast) 


59 


202690 s at 


small nuclear ribonucleoprotein D1 polypeptide 16kDa 


60 


218443 s at 


DAZ associated protein 1 


61 


200666 s at 


DnaJ (Hsp40) homolog, subfmaily B, member 1 


62 


209685 s at 


protein kinase C. beta 1 


63 


219920 s at 


GDP-mannose pyrophosphorylase B 


64 


20149Lat 


chromosome 1 4 open reading frame 3 


65 


218685.s_at 


single-strand selective monofunctional uracil DNA 
glycosylase 


66 


204336 s at 


regulator of G-protein signalling 1 9 


67 


204496 at 


striatin, calmodulin binding protein 3 


68 


203035_s_at 


protein inhibitor of activated STAT3 


69 


206096_at 


Zinc finger protein 35 (clone HF.IO) 


70 


200643_at 


high density lipoprotein binding protein (vigilin) 


71 


204992_s_at 


profilin 2 


72 


214290 s at 


H2A histone family, member 0 


73 


220210 at 


cholinergic receptor, nicotinic, alpha polypeptide 10 


74 


203454 s at 


ATX1 antioxidant protein 1 homolog (yeast) 


75 


204003 s at 


nucleoporin-like protein 1 


76 


218855 at 


seven transmembrane domain orphan receptor 


/ / 


zi yi4y_x_at 


debranching enzyme homolog 1 (S. cerevisiae) 


78 


218676_s_at 


phosphatidylcholine transfer protein 


79 


201851 at 


SH3-domain GRB2Hike 1 


80 


209507 at 


replication protein A3, 14kDa 


81 


210428_s_at 


hepatocyte growth factor-regulated tyrosine kinase 


82 


200948_at 


myeloid leukemia factor 2 


83 


207643 s at 


tumor necrosis factor receptor superFamily, member 1 A 


84 


218373 at 


fused toes homolog (mouse) 


85 


206429.at 


coagulation factor II (thrombin) receptor-like 1 
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86 


117 at 


heat shock 70kDa protein 6 (HSP70B*) 


87 


202201. at 


biliverdin reductase B (flavin reductase (NADPH)) 


88 


207840 at 


natural killer cell receptor immunoglobulin superfamily 


89 


20931 0_s_at 


caspase 4, apoptosis-related cysteine protease 


90 


203162.s_at 


katanin p80 (WD40-containing) subunit B 1 


91 


220019 s at 


zinc finger protein 255 


92 


212552 at 


hippocalcin-like 1 


93 


201267_s_at 


proteasome (prosome, macropain) 26S subunit, ATPase. 3 


94 


208777.s.at 


proteasome (prosome. macropain) 26S subunit, non- 
ATPase. 1 1 


95 


209448 at 


HIV-1 Tat interactive protein 2, 30kDa 


96 


203396 at 


proteasome (prosome, macropain) subunit, alpha type, 4 


97 


208794_s.at 


SWI/SNF related, matrix associated, actin dependent 
regulator of chromatin, subfamily a, member 4 


98 


2078Z4.s_at 


MYC-associated zinc finger protein (purine^binding 
transcription factor) 


99 


209213 at 


carbonyl reductase 1 


100 


20451 6_at 


spinocerebellar ataxia 7 (olivopontocerebellar atrophy with 
retinal degeneration) 


101 


201762.s.at 


proteasome (prosome. macropain) activator subunit 2 
(PA28 beta) 


102 


217716 sat 


protein transport protein SEC61 alpha subunit isoform 1 


103 


208649 s at 


valosin-containing protein 


104 


20097 1.s_at 


stress-associated endoplasmic reticulum protein 1; 
ribosome associated membrane protein 4 


105 


220050 at 


chromosome 9 open reading frame 9 


106 


32032_at 


DiGeorge syndrome critical region gene 14 


107 


202554_s_at 


glutathione S-transferase M3 (brain) 


108 


218061 at 


male-enhanced antigen 


109 


214086.s_at 


ADP-ribosyltransferase (NAD+; poly(ADP-ribose) 

polymerase)-like 2 


110 


211931_s_at 


BX1 [Homo sapiens], mRNA sequence 


111 


204937 s at 


zinc finger protein 274 


112 


20973 l_at 


nth endonuclease IIHike 1 (E. coli) 


113 


201967 at 


RNA binding motif protein 6 


114 


203522_at 


copper chaperone for superoxide dismutase 


115 


221725 at 


WAS protein family, member 2 


116 


209657 s at 


heat shock transcription factor 2 


117 


212997_s at 


tousledHike kinase 2 


118 


206182_at 


zinc finger protein 134 (clone pHZ-15) 


119 


201124_at 


integrin. beta 5 


1 on 


onAtti A 
ZU40 1 4^at 


serine (or cysteine) proteinase inhibitor, clade B 
(ovalbumin), member 2 


121 


2008953-at 


FK506 binding protein 4, 59kDa 


122 


203623.at 


likely ortholog of mouse piexin 3 


123 


202104_s_at 


spastic paraplegia 7, paraplegin (pure and complicated 
autosomal recessive) 


124 


208029_s_at 


lysosomal associated protein transmembrane 4 beta 


125 


200990 at 


tripartite motif-containing 28 


126 


202326 at 


HLA-B associated transcript 8 


127 


218140 X at 


APMCFl protein 
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128 


20421 9_s_at 


proteasome (Drosome. macroDain) 26S subunit ATPase 1 


129 


218807 at 


vav 3 oncogene 


13C 


209649.at 


signal transducing adaptor molecule (SH3 domain and ITAM 

motif) 2 


131 


220597_s_at 


ADP~ribosvlation~like factor 6 interacting nrotpin 4 


132 


218398 at 


mitochondrial ribosomal protein S30 


133 


208680 at 


peroxiredoxin 1 


134 


215905 s at 


U5 snRNP~<;n^cific 40 icDa nrntAin ThPrnA— hinrllncr^ 


135 


214494 s at 


cell matrix ?)rihp^inn rpcriitatnr 

iiiau lA civil i^oiv^i 1 1 Cfi^u 1 ci Lwi 


136 


203090 at 


stromal cell-derived factor 2 


137 


AFFX- 

HUMISGF3A/M97935_3.a 
t 




138 


206704_at 


chloride channpl fi Tnpniirrkllt'kilacie 0 HnLAH OAmt 

disea^p J 

\4io^adC/ 


139 


219079 at 


fl^voHprrmnrrktoin hR-f-KRR 


140 


201121 s at 


nm0'PQtpKnnP mamV^r^na r^r\mnr\r\^n¥ 1 

pi u^cdLci uf ic icw>c|ji,ui 1 iic^rTiDrane componcriL I 


141 


205999_x_at 


PX/tnr^limiTIA PA'tO cilK'FamiKi fTIA (r\inl^AA\r>\r\a 

i-*j\^*fi Kjtiivs I *Tww, ouuiciifiiiy ijiM vnipnouipinc oxiudSc/, 


142 


214743_at 




143 


217882 at 


30 kDa nrotpin 


144 


204453_at 


7inr finfirpr nrnfpin TMPP?^ 


145 


206695 X at 


7inp fino'pr nrnfpin 4,*^ TMTPfi^ 
£.11 iCr iiiigc?! |jiL>LC7iii to Vil i 


146 


201933_at 


nrnf^nll^^O'Pn Tfv/np IH^ Kl— onrlnnAn-l-irloeA 
pi i^uwiicJf^d VLyjJC 111/ IN cnQOp€pLlUaS6 


147 


210759 s at 


proteasome (prosome, macropain) subunit, alpha type, 1 


148 


211138_s_at 


r\yi lui ciiiiic «j iiiuriuviAygeridse vi^ynurenine o nyoroxyiase^ 


149 


209208_at 


iTlAnnncp— >P— HniSr'Knl irfr'ili^a'I'Snn rlA-f^^f 1 


150 


20621 9.s_at 


vav 1 oncogene 


151 


202756_s at 


arlv/oipan 1 


152 


203577_at 


general tranter rintion fartnr TTH nnl\/r\Anfirla A ^OVr\t» 


153 


210751 s at 


resrucalcin Tsenp^cpnrp marlcpr nrnfpin— 


154 


209082_s_at 


collaeen tvoe XVIII alnha 1 


155 


202122_s.at 


cargo selection protein (mannose 6 phosphate receptor 
bindinfit nrotein) 

^ ■ ■ ■ W ' Q ' " w III/ 


156 


206074_s at 


hieh mobility ^rouo ATHiook 1 

i iif^i • • • •wwiii vjf gi wu|^ 1 i iw w\ 1 


157 


212269.s_at 


MCM3 minichromosomp mainfpnanrp ripfiripnf 
cerevisiae) associated protein 


158 


201192 s at 


phosphotidylinositol transfer protein 


159 


217835 X at 


chromosome 20 open reading frame 24 


160 


203978 at 


nucleotide binding protein 1 (MinD homolog, E. coli) 


161 


207304_at 


zinc finser orotein 45 (a KruDoel—associated box ^KPAR) 
domain polypeptide) 


162 


221579_s_at 


nudix (nucleoside diphosphate linked moiety X)-tvoe motif 3 


163 


200078 s at 


ATPase, H+ transporting, lysosomal 21 kDa. VO subunit c" 


164 


33307.at 


CGI-96 protein 


165 


201606_s_at 


nuclear phosphoprotein similar to S. cerevisiae PWP1 


166 


211297.s_at 


cyclin-dependent kinase 7 (MO 15 homolog. Xenopus laevis. 
cdk-activating kinase) 


167 


200942.S at 


leat shock factor binding protein 1 


168 


219671 at 


lippocalcin like 4 


169 


218070 sat 


GDP-mannose pyrophosphorylase A 
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170 


216237.s.at 


MCM5 minichromosome maintenance deficient 5, cetl 
division cycle 46 (S. cerevisiae) 


171 


200922.at 


KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 1 


172 


208996 s at 


polymerase (RNA) 11 (DNA directed) polypeptide C. 33kDa 


173 


207740 s at 


nucleoporin 62kDa 


174 


209326 at 


solute carrier family 35 (UDP-galactose transporter), 
member 2 


175 


203573_s_at 


Rab geranylgeranyltransferase, alpha subunit 


176 


200627 at 


unactive progesterone receptor, 23 kD 


177 


220992 s at 


chromosome 1 open reading frame 25 


178 


38964 r at 


Wiskott-Aldrich syndrome (eczema-thrombocytopenia) 


179 


1729 at 


TNFRSF1 A-associated via death domain 


180 


210037_s_at 


nitric oxide synthase 2A (inducible, hepatocytes) 


181 


214257 s at 


SEC22 vesicle trafficking protein-like 1 (S. cerevisiae) 


182 


218459 at 


ATP-dependant interferon responsive 


183 


001075 <: at 
£w IV// %/_&_at 


SWI/SNF related, matrix associated, actin dependent 
regulator of chromatin, subfamily c. member 1 


184 


208004_at 


proline rich 1 


1 OiJ 




serine (or cysteine) proteinase inhibitor, clade E (nexin. 
plasminogen activator inhibitor type 1), member 1 


186 


20521 1 s at 


Ras and Rab interactor 1 


187 


204344_s at 


Sec23 homotog A (S. cerevisiae) 


188 


201098 at 


coatomer protein complex, subunit beta 2 (beta prime) 


189 


215548_s_at 


vesicle transport-related protein 


190 


207536_s_at 


tumor necrosis factor receptor superfamily, member 9 


191 


212642 <i at 


human immunodeficiency virus type I enhancer binding 
protein 2 


192 


200786 at 


proteasome (prosome, macropain) subunit beta type, 7 


193 


206724,at 


chromobox homolog 4 (Pc class homolog, Drosophila) 


194 


212296_at 


26S protea some-associated padi homolog 


195 


203093 s at 


translocase of inner mitochondrial membrane 44 homolog 

(yeast) 


196 


200824 at 


glutathione S-transferase pi 


197 


200697_at 


hexokinase 1 


198 


177 at 


phospholipase D1, phophatidylcholrne-specific 


199 


201400 at 


proteasome (prosome, macropain) subunit. beta type. 3 


200 


202276_at 


Deleted in spllt-hand/split-foot 1 region 


201 


203675 at 


nucleobindin 2 


202 


218470_at 


CGI-04 protein 


203 


200703 at 


dynein. cytoplasmic, light polypeptide 1 


204 


202284 s at 


cyclin-dependent kinase inhibitor 1A (p21. Cipl) 


205 


206106_at 


mitogen-activated protein kinase 12 


206 


218254_s_at 


GTP-binding protein Sara 


207 


202212 at 


pescadillo homolog 1. containing BRGT domain (zebrafish) 


208 


210015_s_at 


microtubule-associated protein 2 


209 


201699 at 


proteasome (prosome. macropain) 26S subunit. ATPase, 6 


210 


200858.s.at 


ribosomal protein S8 


211 


203555.at 


protein tyrosine phosphatase, non-receptor type 18 (brain- 
derived) 


212 


201955_at 


cyclin C 
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2i: 


J 219767_sat 


crystallin, zeta (quinone reductase)-like 1 




L 91 77Q1 e a+ 


pyrToline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) 


21J 


) 204493 at 


BH3 interacting domain death agonist 


01 f 
i, \ c 


} ^uo 1 o4_s_at 


nuclear fragile X mental retardation protein interacting 
protein 1 






nuclear matrix protein NMP200 related to splicing factor 
PRP19 


21£ 


1208151 X at 


DEAD/H (Asp-Glu-Ala-Asp/His) box polvpeotide 17. 72kDa 


21£ 


207391 s at 


phosphatidylinositoH4~phosDhate 5~kinase type I alpha 


22C 


I 200699 at 


hypothetical protein MGC16723 


221 


204234 s at 


zinc finger protein 1 95 


222 


205483_s_at 


interferon, alphaHnducible protein (clone IFI-15K) 


223 


221394 at 


G protein-coupled receptor 58 


224 


209565 at 


zinc finger protein 1 83 (RING finger C3HC4 tvne'i 


225 


216250 s at 


leupaxin 


226 


20498 1_at 


solute carrier family 22 (organic cation transporter), 
member Hike 


227 


203151 at 


microtubule-associated protein 1A 


228 


207396 s at 


Not56 (D. melanogaster)~like protein 


229 


214438 at 


H2.0-like homeo box 1 (Drosophila) 


230 


202290_at 


PDGFA associated protein 1 


231 


202621 at 


interferon regulatory factor 3 


232 


205687 at 


similar to ubiquitin binding protein 


233 


200766.at 


cathepsin D (lysosomal aspartyl protease) 


234 


219902 at 


betaine~~homocysteine methyltransferase 2 


235 


201068 s at 


proteasome (prosome. macropain) 26 S subunit ATPase 2 


236 


217942_at 


mitochondrial ribosomal protein S35 


237 


220948 s at 


ATPase, Na+/K+ transporting alpha 1 polypeptide 


238 


212624 s at 


chimerin (chimaerin) 1 


239 


201894 s at 


Proteoglycan core protein, mRNA sequence 




203 1 02_s_at 


mannosyl (alpha-1,6-)-glycoprotein beta-l,2™N- 
acetylglucosaminyltransferase 


241 


218215 s at 


nuclear receptor subfamily 1, group H member 2 


242 


219963 at 


dual specificity phosphatase 13 


243 


208447_s_at 


phosphoribosyl pyrophosphate synthetase 1 


244 


209665 at 


putative tumor suppressor 101F6 


245 


202979_s at 


HCF-binding transcription factor Zhangfei 


246 


218220 at 


chromosome 12 open reading frame 10 


247 


201078 at 


transmembrane 9 superfamily member 2 


248 


204552.at 


Homo sapiens cDNA FLJ34214fis. clone FGBBF3021807. 
mRNA sequence 


249 


203992_s_at 


ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome 


250 


200042 at 


lypothetical protein HSPC117 


251 


200064 at 


ieat shock 90kDa protein 1. beta 


252 


205904_at 


MHO class I polyp eptide-related sequence A 


253 


217861_s at 


prolactin regulatory element binding 


254 


217484_at ^ 


complement component (3b/4b) receptor 1 , including Knops 
blood group system 


255 


202355 s at j 


general transcription factor IIF. polypeptide 1. 74kDa 
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256 


217923.at 


PEF protein with a long N-terminal hydrophobic domain 
(peflin) 


257 


213741 s at 


karvoDherin atoha 1 (inriDortin aloha 5) 

J IWV ill Oi^l 10 1 \ll I lf# Wl W'l 1 iW V/ 


258 


202813 at 


TAR (HIV) RNA bindin? orotein 1 

1 9\ \ \ / 9 \ W II lull 1^ ^1 w III V 


259 


201439 at 


P'nlp"i~^npr'ifir hrpfplHin A rf*^i<;tanfp factor 1 


260 


213590_at 


solute t-ivnri^T familx/ 1 6 f monocarhox\/lic acid transncrters) 


261 


211558_s_at 


deoxyhypusine synthase 


262 


202886_s.at 


nrntpin nhncnhatacp 9 ffnimPiHu 9A] rppiilatnrv cuhunit A 

fPP hpta iQnfnrm 


£.UO 




Kr'anr'horl r^r^ain alr»iia-~l(otrtar*iH H^rivyHrrtCAnacp Uinaco 




9n99fi'l at 


uy Luui irui Tic U\/ reuucLaoc i VD«ir\. 1/ 




91Q91fi at 
C 1 ^C I 0_aL 


c 1 rvrN 1 g protein 


266 


20581 2_s_at 


sulfotransferase family, cytosolic. 1 C. member 2 


267 


37462j.at 


splicing factor 3a. subunit 2. 66kDa 


268 


202264.s.at 


transtocase of outer mitochondrial membrane 40 homolog 
(yeast) 


^D? 


ZUUsa'r at 


ucr\ oncogene ^l/inm oinaing^ 


C.I\J 


OCiQQA^ at 
at 


r Dox anu leucine ncn repeal, pr OLein h 


971 


91 99Qft at 
C\CCi30_aZ 


neuropilin 1 


9*79 
Lie 


OnOTQQ at 


proteasome (prosome, macropain) subunit, beta type, 5 


4C / J 


9nR7nft c at 


Co 1 s, nigniy similar lo xransient receptor poxenuai caxion 
channel, subfamily M, member 2i transient receptor 
poLenLiai reiaLeo cnannei #, a novei puLauve oa^^ cnannei 
proLein, uansieriL receptor potenuaf cnannei / Lrionio 
sapiens] [H.sapiens] 


974. 


9ni4fi1 c at 


tranSalUOiaSe 1 


275 


212429 sat 


general transcription factor IIIC, polypeptide 2, beta 1 lOkDa 


97fi 


'I'll '19 at 


cieavage anu poiyauenyiatiun specinc i actor i, ioi/i\L/a 


977 
CI 1 


90991 1 at 


ML^r^^^iuosyiation ractor o i r^ase acuvaung protein o 


97ft 

CIO 


9n994.d at 


proLcabomt; vprobomc, macr upairi/ ouuuiiitt ucta type, *t 


97Q 

£.1*3 


HftAR at 


P74~lilfo Tar'tot* ^ lAtc rfrtmam tfanc/^fir^tirtfi laotrtfi 


9ftO 


90S8S9 At 


f^alnpvin 
l^ali iCAiri 


281 


200820.at 


nmtoacmno Ini^ncAnna nna^i^nnaini 9n^ ciiniintt nAn~ 
pr <JLCaotPiTic vpruouific, iiiawi upaif 1/ ouutiiiit, riori 

ATPase. 8 


282 


202420,s.at 


DFAD/H CA<;n— dlu-Ala-AQn/HiO hoy nnivnpntiHp Q fRNA 
VJ^rWj / n \r^op \jiiJ f^\a ^5>p/ ni&/ uuA puiypcptitic ^ vr\i^^ 

hiptir^acp A niir^lpar DMA KipllnaQP 11* Ipi lUnnhv/Qin } 


283 


208095 s at 


Qional rppnfrnitinn nar+i^lp 79kDa 
o<^i toi i cv^Vi/^i iiciui 1 \JO\ civile f ^rvL/a 


284 


40359 at 


rhromo^omp 1 1 onpn rpadinff framp 13 

will wi 1 1 vov^i 1 iw 1 1 wi 1 iwOxJiiig iiaiiiG 1 w 


285 


218084 X at 


FXYD domain containing ion transoort regulator 5 

i r\ 1 %^ w 1 laH 1 V 1 Lull III If^ 1 wl 1 U at 1 Vi k 1 WgwIO Wwf V 


286 


208821 at 


small nuclear ribonucleoDrotein Dolvoeotides B and B1 

Ol liOil IIUwIWvl 1 1*/ wl lU wl W\^^l w Vw III w^^'^'J |# w^ V> W w w mm wl I Vi Ih# V 


287 


201584 s at 


DEAD/H (AsD— Glu-Ala-Asn/His) box Dolvoeotide 39 


288 


201502.s.at 


nuclear factor of kappa light polypeptide gene enhancer in 
B-cells inhibitor, alpha 


289 


221158_at 


chromosome 21 open reading frame 66 


290 


210386_s_at 


metaxin 1 


291 


205401 _at 


alkylglycerone phosphate synthase 


292 


201872 s at 


ATP-binding cassette, sub-family E (OABP), member 1 


293 


200810 s at 


cold inducible RNA binding protein 


294 


204744_s_at 


isoleucine-tRNA synthetase 


295 


213139_at 


snail homolog 2 (Drosophila) 
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296 


203887 s at 


thrombomodulin 


297 


215983.s_at 


reproduction 8 


298 


203109_at 


ubtQuitin~'Coniu£atine enzvme E2M (UBC12 homnlnp^ \/<*a<it^ 


299 


210017.at 


mucosa associated lymphoid tissue lymphoma translocation 
gene 1 


300 


216942_s_at 


CD58 antigen, (lymphocyte function-associated antigen 3) 


301 


207402_at 


zinc finger protein 132 (clone pHZ-12) 


302 


219985 at 


heparan sulfate (glucosamine) 3-0-sulfotransf erase 3A1 


303 


57540 at 


ribokinase 


304 


218797.s.at 


sirtuin silent mating type information regulation 2 homolog 7 
(S, cerevisiae) 


305 


200988.s.at 


proteasome (prosome, macropain) activator subunit 3 
(PA28 gamma; Ki) 


306 


209938 at 


transcriptional adaptor 2 (ADA2 homolog. veast)-like 
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1 


208383.s.at 


phosphoenolpymvate carboxykinase 1 (soluble) 


2 


203683.s.at 


vascular endothelial growth factor B 


3 


219308 s at 


adenylate kinase 5 


4 


201313 at 


enolase 2. (gamma, neuronal) 


5 


221523_s_at 


Rag D protein 


6 


206471 s at 


plexin CI 


7 


202207.at 


ADP-ribosylation factoi^like 7 


8 


205828 at 


matrix metalloproteinase 3 (stromelysin 1, progelatinase) 


9 


218145 at 


chromosome 20 open reading frame 97 


10 


202295 s at 


cathepsin H 


11 


202679 at 


Niemann-Pick disease, type CI 


12 


214582.at 


phosphodiesterase 3B. cGMPHnhibited 


11 


717S01 at 


Homo sapiens, clone IMAQE:4047062. mRNA, mRNA 
sequence 


14 


904078 at 


nucleolar autoantigen (55kD) similar to rat synaptonemal 

complex protein 


15 


204039 at 


CCAAT/enhancer binding protein (C/EBP), alpha 


16 


209726 at 


carbonic anhydrase XI 


17 


205253 at 


pre-B-cell leukemia transcription factor 1 


18 


204610.s.at 


hepatitis delta antigen-interacting protein A 






sialyltransferase 48 (beta-galactoside alpha-2,3' 
sialytransferase) 


20 


221051_s_at 


muscle-specific beta 1 integrin binding protein 


21 


219257 sat 


sphingosine kinase 1 




905738 c; at 


fatty acid binding protein 3. muscle and heart (mammary- 
derived growth inhibitor) 


23 


204881 _s_at 


UDP-glucose ceramide glucosyttransferase 


24 


221898 at 


lung type-I cell membrane-associated glycoprotein 


25 


217930 s at 


Toll-interacting protein 


26 


205174 s at 


glutaminyl-peptide eye totransf erase (glutaminyl cyclase) 


27 


207629 s at 


rho/rac guanine nucleotide exchange factor (GEF) 2 


28 


204963 at 


sarcospan (Kras oncogene-associated gene) 


29 


218494_s at 


SLC2A4 regulator 


30 


212312_at 


BCL2-like 1 


31 


20891 6_at 


solute earner family 1 (neutral amino acid transporter), 
member 5 


32 


213606 s at 


Rho GDP dissociation inhibitor (GDI) alpha 


33 


209205 s at 


LIM domain only 4 


34 


203439 s at 


stanniocalcin 2 


35 


203920 at 


nuclear receptor subfamily 1 , group H, member 3 


36 


207135_at 


5-hydroxytryptamine (serotonin) receptor 2A 


37 


205746.s.at 


a disintegrin and metalloproteinase domain 17 (tumor 
necrosis factor, alpha, converting enzyme) 


38 


219197.s.at 


Homo sapiens cDNA FLJ34834 fis. clone NT2NE2010105. 
mRNA sequence 


39 


20881 3.at 


glutamic-oxaloacetic transaminase 1 , soluble (aspartate 
aminotransferase 1) 


40 


41160 at 


methyl-CpG binding domain protein 3 


41 


210004 at 


oxidised low density lipoprotein (lectin-like) receptor 1 


42 


202535_at 


Fas (TNFRSF6)-associated via death domain 


43 


208926.at 


sialidase 1 (lysosomal siaiidase) 
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I 203192 at 


ATP-binding cassette, sub-family B (MDR/TAP). member 6 


4£ 


) 59705_at 


putative selenocysteine lyase 


4f 


)213457„at 


malignant fibrous histiocytoma amplified seauence 1 


A" 


Z 1 J4 1 D,at 


integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor) 


48 


\ 208892 s at 


dual specificity phosphatase 6 


4S 


207789 s at 


dipeptidylpeptidase VI 


5C 


1 206039 at 


RAB33A, member RAS oncogene family 


51 


204628 s at 


integrin, beta 3 (platelet glycoprotein Ilia antigen CD61) 


52 


219723_x at 


l-acylglyceroh3-phosphate 0-acyltransferase 3 


53 


218498 s at 


EROl-like (S. cerevisiae) 


54 


20267 1_s at 


pyridoxal (pyridoxine, vitamin 86) kinase 


55 


201393_s at 


InsulinHIke growth factor 2 receptor 


56 


203183.s.at 


SWI/SNF related, matrix associated, actin dependent 
regulator of chromatin, subfamily d, member 1 


57 


214529_at 


thyroid stimulating hormone, beta 


58 


207198 s at 


LIM and senescent cell antigenHike domains 1 


59 


219516.at 


transient receptor potential cation channel subfamily V, 
member 4 


60 


203893_at 


TAF9 RNA polymerase II TATA box binding nrot^in ^TRPV 
associated factor, 32kDa 


61 


209449at 


chromosome 6 open reading fr'ame 28 


62 


208608_s^at 


syntrophin, beta 1 (dystrophin— associated protein Al, 
59kDa. basic component 1 ) 


63 


202151 s at 


putative glialblastoma cell differentiation— related 


64 


209884_s_at 


solute carrier family 4, sodium bicarbonate cotransporter, 
member 7 


65 


214114X at 


FAST kinase 


66 


203426 s at 


insulin— like growth factor binding protein 5 


67 


221989 at 


ribosomal protein LIO 


68 


201170_s_at 


basic helix— loop— helix domain containing class B 2 


69 


201536_at 


dual specificity Dhosohatase 3 (vaccinia virus Dho^nhata««» 
VH1 -related) 


70 


208775 at 


exportin 1 (CRMl homolog. yeast) 


71 


204392 at 


calcium/calmodulin-dependent protein kinase I 


72 


201376 s at 


heterogeneous nuclear ribonucleoprotein F 


73 


201197 at 


S-adenosylmethionine decarboxylase 1 


74 


202680 at 


general transcription factor HE, polypeptide 2 beta 34kDa 


75 


202382_s_at 


glucosamine-6-phosphate isomerase 


76 


212724 at 


ras homolog gene family, member E 


77 


207633 s at 


muscle, skeletal, receptor tyrosine kinase 


78 


205366_s at 


homeo box B6 


79 


205257_s.at 


amphiphysin (Stiff-Man syndrome with breast cancer 
1 28kDa autoantigen) 


80 


209218 at 


squalene epoxidase 


81 


218813_s_at 


SH3-domain GRB2-like endophilin B2 


82 


206044_s at 


v-raf murine sarcoma viral oncogene homolog Bl 


83 


217738_at 


pre-B-cell colony-enhancing factor 


84 


205427^at 


zinc finger protein 354A 


85 . 


204008_at 


dynein. axonemal. light polypeptide 4 


86; 


207029_at 1 


KIT ligand 
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87 


36566_at 


cystinosis. ncDhroDathic 


88 


202108 at 


Deotidase D 




208591 s at 


ohosDhodiesterase 3B cGMP~inhibited 


90 


205566 at 


abh\/drola«5G domain containing 2 


9 1 


919373 at 


dolirh\/l'~nhn^nhate mannosx/ltransf erase Dolx/neDtide 3 


92 


32625.at 


natriuretic peptide receptor A/guanylate cyclase A 

^af riAnafriiirptin npntidA rprpnfnr Ai 

\a Li lUi la U lUi C Llv« ^C|JulUw I 






trancrrintinn factor R frenrpQQp^ intpHpukin 9 Pxnrp^<iion] 


94 


201795_at 


lamin B receptor 




C\JQ /o*r_ai 


jt?n\y iioiMWiug ic^o viiiuuacy 


96 


205169_at 


retinoblastoma binding protein 5 




^uu /u*f_aL 


o inaucea i iNr aipna laCLor 


Qfi 

yc 


0007*16 af 
/ oD_aL 


c/nIi ita /^ar^iar Tamilv/ 1 Q lYiamnav ^ 
SOlULc varricr laiTiiiy i 9, iiiciiiucr o 


99 


216836.s_at 


**— l» 0 ai^/tl^i^/\nlaeti/^ latiwafma wiKal nn^nffano nnmf^lmj 9 

V cnj uz cryinroDiaSLic it?ui\6rnia vir ai uriXtfUgeric iiuiiiuiug 
neuro/ giiODiaStoma aeriveu oncogene nomoiog vovian/ 


1 nn 


oni ARn at 
zu 1 HDU_ai 


mitogen activateu protein Kinase acuvaLea proLcin r\inasc c. 


101 


210152,at 


leuKOcyte immunogiouuiin iiKe receptor, suuiarniiy d vwiui 
1 rVi ano 1 1 iivi ooniainsA memuer *♦ 


102 


37278_at 


^ 'wmv^ f A ■•yj ■ < Al>\ «%t 1^ V # #4ll<9tA#4 OA 1 X — 1 1 nl^ A /4 1* A^ OKnt ^ 1 

tarazzin vcaraiomyopatny, oiiateo om iinKeoy, enaocaraiai 
fibroelastosis 2| Barth syndrome) 


1 HQ 
1 Uo 


ZU J / Z<t at 


aioenyae aenyorogenase Tamiiy, rnerriDer m i 


104 


207904 s at 


leucyl/cystinyl aminopeptidase 


1 OR 


901 R97 a+ 
ZU 1 DC /_3Z 


M 1 r^ase, transporting, lysosomal i*tKL/a, v i suuuniL r 


1 nfi 
1 uo 


zuyHoo at 


low aensity lipoprotein receptor^reiateo protein o 


1 m 
1 u/ 


91 09in c» a<f 


DAD~QI% ■^••#vta!vi 

KMD oD protein 


1 OQ 
1 Uo 


z t zoUo at 


rMvjri M Dincmg protein z vcorvi uinaing protein z/ 


1 no 
1 uy 


oni RQfi af 

zu 1 oyo at 


splicing lactor, arginine/ serine ncn h 


1 1 n 


oni ino nf 
zu f ouz_^aL 


annexin mh 


11 1 
1 1 1 


91 QQ*;9 c at 
z 1 yyuz 5 at 


wftii^Aiil^lr^ 1 

inucoiipin 1 


112 


32541. at 


m^/\ta!n n^ncnl^ataea % rTm*nnainv/ 9Ri cataiv/ti^ ci ini init 

pruLcin pnospiiaLaoc o viuii'icriy ^oj, \#aLaiyu\« ouuiiiiiLi 

gamma isoior in v.caicineurin m gammas 


113 


203775 at 


solute carrier familv 25 member 13 (citrin) 


114 


201436.at 


eukaryotic translation initiation factor 4E 


115 


208005^at 


netrin 1 


116 


221605_s.at 


pipecolic acid oxidase 


117 


209577.at 


phosphate cytidylyltransf erase 2, ethanolamine 


118 


220319 s at 


myosin regulatory light chain interacting protein 


119 


20241 7_at 


Kelch-like ECH-associated protein 1 


120 


212038.s.at 


voltage^dependent anion channel 1 


121 


211509_s.at 


reticulon 4 
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1 


20551 S.s.at 


cytidine monophosphate— N'^acetylneuraminic acid 
hydroxylase (CMP-N-acetyineuraminate monooxygenase) 


2 


206777 s at 


crystallin, beta B2 


3 


219371 s at 


Kruppel-like factor 2 (lung) 


4 


219148 at 


T-LAK cell-originated protein kinase 


5 


209782sat 


D site of albumin promoter (albumin D~box) binding protein 


6 


219615_s_at 


potassium channel, subfamily K, member 5 


7 


206954 at 


Wilms tumor associated protein 


8 


206609 at 


melanoma antigen, family C, 1 


9 


220062 s at 


melanoma antigen, family E, 1, cancer/testis specific 


10 


207659 s at 


myelin-associated oligodendrocyte basic protein 
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217901.at 



Homo sapiens, clone IMAGE:4047062. mRNA. mRNA 

sequence 



202352.s.at 



proteasome (prosome. macropain) 26S subunit, non- 
ATPase. 12 



202499_s_at 



solute carrier family 2 (facilitated glucose transporter), 
member 3 



201389_at 



integrin. alpha 5 (fibronectin receptor, alpha polypeptide) 



201948 at 



nucleolar GTPase 



21 1123 at 



solute carrier family 5 (sodium iodide symporter), member 5 



207688_s_at 



inhibin, beta C 



206121 at 



adenosine monophosphate deaminase 1 (isoform M) 



205847 at 



protease, serine. 22 



201806 s at 



ataxin 2 related protein 



201037_at 



phosphofructokinase, platelet 



2D2154_x_at 



tubulin, beta, 4 



209709_s_at 



hyaluronan-mediated motility receptor (RHAMM) 



219229.at 



solute carrier family 21 (organic anion transporter), member 
11 



203349_s_at 



ets variant gene 5 (ets-related molecule) 



209505 at 



Homo sapiens full length insert cDNA clone YW26E10. 
mRNA sequence 



205191_at 



retinitis pigmentosa 2 (X-linked recessive) 



206055 s at 



small nuclear ribonucleoprotein polypeptide A' 



206115_at 



early growth response 3 



205992 s at 



interleukin 15 



215498 sat 



mitogen^activated protein kinase kinase 3 



208078 s at 



transcription factor 8 (represses interleukin 2 expression) 



208892 sat 



dual specificity phosphatase 6 



209773 s at 



ribonucleotide reductase M2 polypeptide 



205570 at 



phosphatidylinositol-4-phosphate 5-kinase, type II, alpha 



202858 at 



U2(RNU2) small nuclear RNA auxiliary factor 1 



205207_at 



interleukin 6 (interferon, beta 2) 



219500_at 



cardiotrophinHike cytokine; neurotrophin-l/B-cell 
stimulating factor-3 



20309 1_at 



far upstream element (FUSE) binding protein 1 



221015 s at 



protein kinase NYD-SP15 



208977_x_at 



tubulin, beta, 2 



201860 s at 



plasminogen activator, tissue 



214684.at 



MADS box transcription enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) 



205909_at 



polymerase (DNA directed), epsilon 2 (p59 subunit) 



209803 s at 



tumor suppressing subtransferable candidate 3 



214478 at 



secreted phosphoprotein 2, 24kDa 



210052 s at 



chromosome 20 open reading frame 1 



219535 at 



hormonally upregulated Neu^associated kinase 



205939 at 



cytochrome P450, subfamily IIIA, polypeptide 7 



205264 at 



CD3-epsilon-associated protein; antisense to ERCC-1 



221407 at 



connexin-36 



218670_at 



pseudouridylate synthase 1 



209990 s at 



G protein-coupled receptor 51 



210293.s_at 



Sec23 homolog B (S. cerevisiae) 
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45 


2Q9829 at 


rhrnmn^omp 6 nnpn readinff frams 32 




214520 at 


forkhpari hoY 02 (MFH^l mesenchvme forkhead 1) 


47 


205376 at 


inn^itnl nnl\/nlinQnhatp'~4*~'DhosDhatase tvne II 1 0SkDa 


48 


203810 at 


Dna J (Hsp40) homolog, subfamily B, member 4 


4Q 


2n2nftl at 


IT IIIIICUiaLC CSciriy ^lULCIll 


50 


203755_at 


D\JD 1 UUUUIllg Ulllili lIUILCU Uy UCFI£,II IIIUa£UlC9 1 llwfilLnug 


51 


205688_at 


transcription factor AP-4 (activating enhancer binding 
protein tj 




ZU4U 1 1 at 


sprouty homolog 2 (Drosophila) 


Do 


z I /yyo.at 


pleckstrin homologyHike domain, family A, member 1 


54 


210119.at 


potassium inwaroiy^rectiTying cnannei, suuramiiy u, memoer 
1 c; 


DO 


£\jZy 1 U_s_at 


uui^/ antigen 


00 


ZUZ40 i_s_ai 


vmyc myelocytomatosis viral oncogene homolog (avian) 


57 


201195.s.at 


solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 5 


Do 


z 1 90ZZ at 


four jointed box 1 (Drosophila) 




ZUh'IZu at 


rUo HKe antigen i 


DU 


/ 1 ooao_s_at 




D 1 


zu4*i-*fy at 


phosducinHike 


DZ 


zuoOHO_s_at 


uu 1 Otj antigen 


Oo 


zui ot>'f_s_at 


early growth response 1 


64 


202627.s.at 


serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 


65 


209457_at 


dual specificity phosphatase 5 


u u 




Ka/*i ilnwiral TAD ronoat— f^nntainino' S idir\/i\/ini 


67 


64371 at 


KIAA0365 gene product 


68 


221029 s_at 


wingiess-type MMTV integration site family, member 5B 


69 


215716 s at 


ATPase, Ca-H- transporting, plasma membrane 1 


70 


219437 s at 


nasopharyngeal carcinoma susceptibility protein 


71 


201920_at 


solute carrier family 20 (phosphate transporter), member 1 


72 


204337.at 


Homo sapiens cDNA FLJ38885 fis. clone MESAN201741 7, 
moderately similar to REGULATOR OF G-PROTEIN 
SIGNALING 4. mRNA sequence 
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1 


204590.x.at 


vacuolar protein sorting 33A (yeast) 


2 


205286.at 


transcription factor AP-2 gamma (activating enhancer 
binding protein 2 gamma) 


3 


201534.s_at 


ubiquitinHike 3 


4 


217853 at 


tumor endothelial marker 6 


5 


202274at 


actin, gamma 2, smooth muscle, enteric 


6 


48031 _r_at 


chromosome 5 open reading frame 4 


7 


214933.at 


calcium channel, voltage-dependent P/Q type, alpha 1A 
subunit 


Q 

o 


213313 at 


rab6 GTPase activating protein (GAP and centrosome- 
associated) 


9 


221318at 


neurogenic differentiation 4 


10 


204429.s.at 


solute carrier family 2 (facilitated glucose/fructose 
transporter), member 5 


11 


202783_at 


nicotinamide nucleotide transhydrogenase 


12 


204595 s at 


stanniocalcin 1 






serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase. antitrypsin), member 3 


14 


206331 at 


calcitonin receptoi^like 


15 


217767 at 


complement component 3 


16 


202364_at 


MAX interacting protein 1 


1 7 




angiotensinogen (serine (or cysteine) proteinase inhibitor, 
clade A (alpha-1 antiproteinase. antitrypsin), member 8) 


18 


205479 s^at 


plasminogen activator, urokinase 


19 


206382_s_at 


brain-derived neurotrophic factor 


20 


201533 at 


catenin (cadherin-associated protein), beta 1 , 88kDa 


91 
1. 1 


007930 at 


cell adhesion molecule-related/down-regulated by 

oncogenes 


22 


208121_s_at 


protein tyrosine phosphatase, receptor type, 0 


23 


221060_s_at 


toll-like receptor 4 


24 


2D3845_at 


p300/CBP-associated factor 


25 


205880_at 


protein kinase C, mu 


26 


213409 sat 


Ras homolog enriched in brain 2 


27 


213436 at 


cannabinoid receptor 1 (brain) 


28 


202350_s_at 


matrilin 2 


29 


221053_s_at 


tudor and KH domain containing protein 


30 


209717 at 


ecotropic viral integration site 5 


31 


210335.at 


peptidylglycine alpha-amidating monooxygenase GOOH- 
terminal interactor 


32 


203153_at 


interferon-induced protein with tetratricopeptide repeats 1 


33 


214636_at 


calcitonin-related polypeptide, beta 


34 


221392 at 


taste receptor, type 2, member 4 


35 


2115l6.at 


interleuktn 5 receptor, alpha 


36 


214433_s_at 


selenium binding protein 1 


37 


216268_s.at 


jagged 1 (Alagille syndrome) 


38 


219211 at 


ubiquitin specific protease 18 


39 


220180 at 


CTCL tumor antigen se57-1 


40 


214581 X at 


tumor necrosis factor receptor superfamily, member 21 


41 


209869 at 


adrenergic, alpha-2A-. receptor 


42 


205863 at 


SI 00 calcium binding protein A12 (calgranulin 0) 
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43 


206227_at 


cartilage intermediate layer protein, nucleotide 
pyrophosphohydrolase 


44 


213572.s.at 


serine (or cysteine) proteinase inhibitor, clade B 

Covalbumin), member 1 


45 


204176 at 


Kelch motif containing protein 


46 


221234.s.at 


BTB and CNC homology 1 , basic leucine zipper 
transcription factor 2 


47 


206279 at 


protein kinase, Y-linked 


48 


204867 at 


GTP cyclohydrolase I feedback regulatory protein 


49 


204112_s_at 


histamine N-methyltransferase 


50 


203407 at 


periplakin 


51 


203766 s at 


leiomodin 1 (smooth muscle) 


52 


40665_at 


flavin containing monooxygenase 3 


53 


203649_s_at 


phospholipase A2, group IIA (platelets, synovial fluid) 


54 


204249 s at 


LIM domain only 2 (rhombotin-like 1) 


55 


219543 at 


MAWD binding protein 


56 


206796 at 


WNT1 inducible signaling pathway protein 1 


57 


204679 at 


potassium channel, subfamily K, member 1 


58 


205409 at 


FOS-like antigen 2 


59 


209101 at 


connective tissue growth factor 


60 


203868_s_at 


vascular cell adhesion molecule 1 


61 


212672_at 




62 


214321 at 


nephroblastoma overexpressed gene 


63 


205907 s at 


osteomodulin 


64 


202668 at 


ephrin--B2 


65 


201010_s_at 


thioredoxin interacting protein 


66 


213879_at 


SMT3 suppressor of mif two 3 homolog 2 (yeast) 


67 


203881. s.at 


dystrophin (muscular dystrophy, Duchenne and Becker 
types) 


68 


218087_s_at 


sorbin and SH3 domain containing 1 


69 


206101.at 


extracellular matrix protein 2, female organ and adipocyte 
specific 


70 


214587_at 


collagen, type VIII, alpha 1 


71 


205478_at 


protein phosphatase 1, regulatory (inhibitor) subunit 1A 


72 


205509_at 


carboxypeptidase B1 (tissue) 


73 


205747 at 


cerebellin 1 precursor 


74 


205666 at 


flavin containing monooxygenase 1 


75 


207679 at 


paired box gene 3 (Waardenburg syndrome 1) 


76 


203961 at 




77 


208607 s at 


serum amyloid A2 


78 


203400_s_at 


transferrin 


79 


210096 at 


cytochrome P450, subfamily IVB, polypeptide 1 


80 


20371 1 s at 


All ■ 1 ■ 1 A 1 11 

3-hydroxyisobutyryl-Coenzyme A hydrolase 


81 


208281 X at 


deleted in azoospermia 3 


00 

oc 


4cUbUU/_at 


proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa 
vara, pericarditis syndrome) 


83 


204719 at 


ATP~binding cassette, sub-family A (ABCl), member 8 


84 


202992 at 


complement component 7 


85 


207057_at 


solute carrier family 1 6 (monocarboxylic acid transporters), 
member 7 
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86 


206742.at 


c-fos Induced growth factor (vascular endothelial growth 
factor D) 


87 


217004_s.at 


MCF.2 protein (568 AA) (1 is 2nd base in codon) [Homo 
sapiens]. mRNA sequence 


88 


220663 at 


interleukin 1 receptor accessory protein-like 1 


89 


209541 at 


insulin-like growth factor 1 (somatomedin C) 


90 


214033_at ' 


ATP-binding cassette, sub-family C (CFTR/MRP), member 
6 


91 


202688_at 


tumor necrosis factor (Irgand; superfamily, member 10 


92 


209074_s_at 


TU3A protein 


93 


220794.at 


hypothetical protein FLJ21 195 similar to protein related to 

DAG and cerberus 


94 


219643.at 


low density lipoprotein-related protein 1 B (deleted in 
tumors) 


95 


210205.at 


UDP-Gal:betaGlcNAc beta 1 .S-gatactosyltransferase. 
polypeptide 4 


96 


204439_at 


chromosome 1 open reading frame 29 


97 


219529 at 


chloride intracellular channel 3 
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SSsS 




1 


206283 s at 


T-cell acute lymphocvtic leukemia 1 


2 


38037.at 


Hinhthpria toxin receotor {heDarin~bindinff epidermal growth 


o 

O 


Z\J\sn t at 


A^i^i-Krtni^ vyiral Intoorat'inn ^lt6 5 


4 


206111_at 


riKrtntirl^a^A RNa^p A familv 2 (liver eosinoDhil~derived 

MAI ii^A^Avm 1 


5 


205286.at 


LranscnpLion loCLur /ai ^ gaiiiiiiei va^L*vai.iiig wtiioi 


6 


20089 1_s_at 


Standi SeQUenC© receptor, aipna Vu arioiuouii aoauwiau^u 

protein alpha) 


7 


2082 1 6 at 




8 


209621 s at 


alpha-actinin-2-associated LIM protein 


9 


206009 at 




10 


201871 s at 


OKr 


11 


207403 at 


insulin receptor substrate 4 


12 


213281 at 


v^un sarcoma virus i / oncogene nuiiiuiug vavion/ 


13 


203629 s at 


component of oliEomeric golgi complex 5 


14 


221392 at 


taste receptor, type z. memoer h> 


15 


221632 s at 


WD repeat domain 4 


16 


207207.at 


testes-specific heterogenous nuclear ribonucleoprotein G- 

T 


17 


213409_s^at 


Kas nomolog enricneo in orain i. 


18 


201883_s.at 


UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, 

polypeptide 1 


19 


206028 s at 


corner proto~oncogene tyrosine kinase 


20 


iWll^ s at 


Li 1 " CyCIOnyorOiase l ^OOpa resporibive uy&uumcay 


21 


21 9624 at 


Zi\j\-C associaLeo axnanogene *r 


22 


208479.at 


pOXaSSIUm VOlLage gateo Cnanriei, oiiaivei rciaLCu 9UUIC1IIIII y, 

member 1 (episodic ataxia with myokymia) 


23 


220663 at 


ik^4- At il^im 1 ^A/kAntnv a/«/«Bcenr\/ ni^ot^in~lllcf 1 


24 


217004_s_at 


K/ioc 0 nvrxfain T^^RA AA^ (\ Ic 9nH hac^ in codon^ THomo 

IVlOr prOLein V>J00 r\r\/ \ 1 lo £iiu uooe iii wuwii/ l' iwitiw 

sapiensj, mrMNM seQuence 


25 


Zlo9UQ at 


cyclin M4 


. 26 


217008 s at 


glutamate receptor, metabotropic 7 


27 


ZUlUol S_at 


l^Af-Avrkcranorti le ni ir>lear riKoni id^nnrnf Pin HI CH) 

neLer ogerieuud riuwieor i iuuiiLn^iwupi wudii • • » v« >/ 


28 


ZU094:o at 




29 


207160_at 


interleukin 12A (natural killer cell stimulatory factor 1, 
r\/tntnyir l\/mnhor\/te maturation factor 1. o35) 


oU 


01 001 7 at 
4l 1 L.O 1 / aL 


DnaJ (Hsp40) homolog, subfamily B, member 5 


0 1 


OOOOOQ c at 


DEAD/H (AsD-Glu-Ala-AsD/His) box polypeptide 26 




Z 1 UOUO aL 


thiorpdoxin reductase 2 


33 


209921. at 


<;ohjte carrier familv 7 (cationlc amino acid transporter, y+ 
system) member 1 1 


34 


214400_at 


insulin-like 3 (Leydig ceil) 


35 


220776.at 


potassium inwardly-rectifying channel, subfamily J, member 
14 


36 


206633 at 


cholinergic receptor nicotinic, aloha polypeptide 1 (muscle) 


37 


205027_s_at 


mitoeen-activated protein kinase kinase kinase 8 


38 


203474 at 


IQ motif containing GTPase activating protein 2 


39 


204580 at 


matrix metalloproteinase 12 (macrophage elastase) 


4C 


202350 s at 


matrilin 2 
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41 


202589.at 


thymidylate synthetase 


A O 

42 


2Uooo /_s_at 


thrombomodulin 


43 


208025_s_at 


high mobility group AT-hook 2 


44 


208208_at 


myosin, heavy polypeptide 13, skeletal muscle 


45 


2080u4_at 


proline rich 1 


46 


20545 l_at 


myeloid/lymphoid or mixed-lineage leukemia (trithorax 
homolog, Drosophila); translocated to, 7 


47 


205596^s^at 


E3 ubiquitin ligase SMURF2 


48 


205187.at 


MAD. mothers against decapentaplegic homoiog 5 
(Drosophila) 


49 


217790.s_at 


signal sequence receptor, gamma (translocon-associated 
protein gamma) 


50 


205050_s_at 


mitogen-activated protein kinase 8 interacting protein 2 


51 


207153_s_at 


FKBP-associated protein 


52 


210882_s_at 


trophinin 


53 


203351 _s_at 


origin recognition complex, subunit 4-like (yeast) 






MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) 


55 


214636_at 


calcitonin-related polypeptide, beta 






DMC1 dosage suppressor of mckl homoiog, meiosis- 
specific homologous recombination (yeast) 






Mdm2, transformed 3T3 cell double minute 2, p53 binding 
protein (mouse) 


58 


204007 at 


Fc fragment of IgG, low affinity Ula, receptor for (CD 16) 


59 


221458_at 


5-hydroxytryptamine (serotonin) receptor 1 F 


60 


214584_x,at 


acetyl-Coenzyme A carboxylase beta 


61 


206218 at 


melanoma antigen, family B, 2 


62 


206907 at 


tumor necrosis factor (ligand) superfamily, member 9 


63 


208155 X at 


G antigen 6 


64 


216615 s at 


5-hydroxytryptamine (serotonin) receptor 3A 


65 


213816_s_at 


met proto-oncogene (hepatocyte growth factor receptor) 


66 


209118 s at 


tubulin, alpha 3 


67 


221009 s at 


angiopoietin-like 4 


68 


202393 s at 


TGFB inducible early growth response 


69 


204121 at 


growth arrest and DNA-damage-inducible, gamma 


70 


221107_at 


cholinergic receptor, nicotinic, alpha polypeptide 9 


71 


203975_s_at 


chromatin assembly factor 1, subunit A (pi 50) 


72 


214419_s_at 


cytochrome P450, subfamily IIC (mephenytoin 4- 
hydroxylase), polypeptide 9 


73 


209312 X at 


major histocompatibility complex, class II, DR beta 1 


74 


209951 s at 


mitogen-activated protein kinase kinase 7 


75 


221344 at 


olfactory receptor, family 12. subfamily D, member 2 


76 


205444 at 


ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 


77 


206128 at 


adrenergic, alpha-2C-, receptor 


78 


205747 at 


cerebellin 1 precursor 


79 


205080 at 


retinoic acid receptor, beta 


80 


214519 sat 


relaxin 2 (H2) 


81 


214617.at 


Perforin, mRNA sequence 


82 


206545_at 


CD28 antigen (To44) 
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83 


210311 at 


fibroblast erowth factor 5 


84 


203999 at 


Human svnaDtotaffmin I mRNA 3' UTR mRNA seauence 


85 


208557 at 


homeo hoy A6 


86 


221033 s at 


rinoT fincrer nrotAin 17 

1 11 Ig 1 II IgCi ^iULC7lli 1 f 


87 


205742 at 


trnnonin F parrlia/* 


88 


205809 s at 


Wiskott-Aldrich syndrome-like 






rickatri~accr\/^iataH nKntom LfinacA 7 


QO 
u\j 




nfntoin 


91 


221053_s_at 


tudor and KH domain containing protein 




9ndRftQ at 


nernaL.upui6Licaiiy eApresoCU norncvDwA 


93 


205928 at 


Kruppel-type zinc finger (C2H2) 




91 4.01*^ at 


M 1 r Dinuing cassexLe, sud lamiiy o kv-*! i n/ ivirx"/, memDer 




9nfi1 70 at 


aarenergic, oeta ^ , receptor, surrace 


96 


210614.at 


Locopneroi vaipna^ transTer proiein vataxia vrneareicn itKe^ 
with vitamin E deficiency) 


57 / 


1 \J3 1 _S_al. 


muscie speciTic oeta i iriLegrin Dinaing proLein 


98 


207598_x_at 


A^ay repair compiemenLing ceiecuve repair in uninese 
hamster cells 2 


99 


213270_at 


membrane protein, palmitoylated 2 (MAGUK p55 subfamily 

■MAMMV%AI# ^1 

memoer £.} 




22121 1 s at 


cnmtnn^rwn^ 91 nn^n i^^aHii^flr tramp 7 


101 


211790_s_at 


myeloid/lymphoid or mixed-lineage leukemia 2 


102 


204613 at 


phospholipase C, gamma 2 (phosphatidylinositol-specific) 


103 


211516_at 


interleukin 5 receptor, alpha 


104 


205066_s_at 


ectonucleotide pyrophosphatase/phosphodiesterase 1 


105 


214951 at 


solute carrier family 26, member 10 


106 


204249^s_at 


LIM domain only 2 (rhombotin-like 1) 


107 


204096 s at 


hypothetical protein DKFZp434I1916 


108 


20681 4_at 


nerve growth factor, beta polypeptide 



10 



30 
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1 


209369_at 


annexin A3 


2 


201386.s.at 


DEAD/H (Asp-Glu-Ala-Asp/His) box oolypeDtide 15 


3 


20251 8.at 


B-cell CLL/(ymphoma 7B 


4 


41512_at 


BRCA1 associated protein 


5 


221303 at 


protocadherin beta 1 


6 


202786_at 


serine threonine kinase 39 (STE20/SPS 1 homolog. yeast) 


7 


205895_s_at 


nucleolar and coiled-body phosphoprotein 1 


8 


206461 X at 


metallothionein IH 


9 


217850.at 


nucleostemin 


10 


207348 s at 


ligase III, DNA, ATP-dependent 


11 


206805.at 


sema donrtain, immunoglobulin domain (Ig), short basic 
domain, secreted, (semaphorin) 3A 


12 


207541_s.at 


polymyositis/sclerodemria autoantigen 2, lOOkDa 


13 


212920.at 


ESTs, Highly similar to ACH9.HUMAN Neuronal 
acetylcholine receptor protein, alpha-9 chain precursor 
[H.sapiens] 


14 


202613 at 


OTP synthase 


15 


209259 s at 


chondroitin sulfate proteoglycan 6 (bamacan) 


16 


203971 at 


solute carrier family 31 (copper transporters), member 1 


1 7 


209oo4_s_at 


solute carrier family 4, sodium bicarbonate cotransporter, 
member 7 


1 o 
1 o 


ZUzoOO_S_at 


solute carrier family 16 (monocarboxylic acid transporters), 
member 3 


19 


202270_at 


guanylate binding protein 1 . interferon-inducible, 67kDa 


20 


221467 at 


metanocortin 4 receptor . 


21 


203440_at 


cadherin 2. type 1 , N-cadherin (neuronal) 


22 


213677.s.at 


PMS1 postmeiotic segregation increased 1 (S. cerevisiae) 




^UZilDy.at 


Homo sapiens cDNA: FLJ21217 fis, clone COL00536, mRNA 
sequence 


24 


213022 sat 


utrophin (homologous to dystrophin) 


25 


208079 s at 


serine/threonine kinase 6 


26 


201189 s at 


inositol 1 ,4,5-triphosphate receptor, type 3 


27 


21831 l.at 


mitogen-activated protein kinase kinase kinase kinase 3 


28 


203105_s_at 


dynamin Hike 


90 


/ D_s_a t 


Alport syndrome, mental retardation, midface hypoplasia 
and elliptocytosis chromosomal region, gene 1 


30 


211987 at 


topoisomerase (DNA) II beta 180kDa 


31 


218189_s_at 


N~acetylneuraminic acid synthase (sialic acid synthase) 


32 


221412 at 


VIR-like 1 


33 


218386.x_at 


ubiquitin specific protease 16 


34 


206910 X at 


H factor (complement)~like 3 


35 


202644 s at 


tumor necrosis factor, alpha-induced protein 3 


36 


200686 s at 


splicing factor, arginine/serine-rich 1 1 


37 


204258.at 


chromodomain helicase DNA binding protein 1 


38 


215930 s at 


meningioma expressed antigen 6 (coiled^coil proline-rich) 


39 


204135 at 


downregulated in ovarian cancer 1 


40 


21 7976 sat 


dynein, cytoplasmic, light intermediate polypeptide 1 


41 


205020.s_at 


ADP-ribosylation factor^like 4 


42 


214587 at 


collagen, type VIII. alpha 1 


43 


205292_s_at 


heterogeneous nuclear ribonucleoprotein A2/B1 


44 


213024.at 


TATA element modulatory factor 1 



20 



30 
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45 


> 210335_at 


peptidylglycine alpha-amidating monooxygenase COOH- 
terminal Interactor 


4e 


; 217985 s at 


bromodomain adjacent to zinc finger domain, 1 A 


41 


^ 204222 s at 


GLI pathogenesis-related 1 (glioma) 


46 


i 203845 at 


p300/CBP-associated factor 


4S 


204120 sat 


adenosine kinase 


5C 


1211969 at 


heat shock 90kDa orotein 1 . alpha 


51 


206571 s at 


mitogen-activated protein kinase kinase kinase kinase 4 


52 


203301 s at 


cyclin D binding mvb-like transcription factor 1 


53 


206332_s_at 


interferon, gamma-inducible protein 1 6 


54 


208937 s at 


inhibitor of DNA binding 1, dominant negative helix-loop- 

helix protein 


55 


213756^s.at 


heat shock transcription factor 1 


56 


203525_s_at 


Unknown [Homo saoiens]. mRNA seauence 


57 


213226 at 


polymyositis/scleroderma autoantigen 1. 75kDa 


58 


209467_s at 


MAP kinase-interacting serine/threonine kinase 1 


59 


209337^at 


PC4 and SFRS1 interacting orotein 2 


60 


205047 s at 


asparagine synthetase 


61 


203774 at 


5-methyltetrahydrofolate-homocysteine methyltransf erase 


62 


201976_s_at 


myosin X 


63 


214882_s at 


splicing factor, arginine/serine-rich 2 


64 




alpha thalassemia/mental retardation syndrome X-linked 
(RAD54 homolog. S. cerevlsiae) 


65 


207029_at 


KIT ligand 


66 


218239 s at 


G protein-binding orotein CRFG 


67 


202745 at 


ubiquitin specific protease 8 


68 


203218 at 


mitogen-activated protein kinase 9 


69 


212373_at 


fem-1 homolog b (C. elegans) 


70 


219495 sat 


zinc finger protein 180 (HHZ168) 


71 


207738 s at 


NCK-associated protein 1 


72 


200050_at 


zinc finger protein 146 


73 


205868 s at 


protein tyrosine phosphatase, non-receptor type 1 1 
(Noonan syndrome 1) 


74 


220892 s at 


phosphoserine aminotransferase 


75 


211926 s at 


myosin, heavy polypeptide 9, non-muscle 


76 


206796 at 


WNT1 inducible signaling pathway protein 1 


77 


202762 at 


Rho-associated, coiled-coil containing protein kinase 2 


78 


201969 at 


nuclear autoantigenic sperm orotein (histone-binding) 


79 


205194_at 


phosphoserine phosphatase 


80 


210986_s at 


tropomyosin 1 (alpha) 


81 


206825 at 


oxytocin receptor 


82 


218846.at 


cofactor required for Spl transcriptional activation, subunit 

3, 130kDa 


83 


20321 6_s at 


myosin VI 


84 


217892_s at 


epithelial protein lost in neoolasm beta 


85 


209753 s at 


thymopoietin 


86 


214446_at 


ELL-related RNA polymerase II, elongation factor 


87 . 


205346_at 


sialyltransferase 4B (beta-galactoside alpha-2,3- 
sialytransferase) 


88; 


203187_at 


dedicator of cyto-kinesis 1 
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89 


209732_at 


C-type (calcium dependent, carbohydrate-recognition 
domain) lectin, superfamily member 2 (activation-induced) 


90 


201713_s_at 


RAN binding protein 2 


91 


200854_at 


nuclear receptor co-repressor 1 


92 


205579 at 


histamine receptor HI 


93 


208623 s at 


villin 2 (ezrin) 


94 


218355_at 


kinesin family member 4A 


95 


209799 at 


protein kinase, AMP-activated, alpha 1 catalytic subunit 


96 


218757_s_at 


similar to yeast Upf3, variant B 


97 


203320_at 


lymphocyte adaptor protein 


98 


207577 at 


5-hydr6xytryptamine (serotonin) receptor 4 


99 


203989_x_at 


coagulation factor n (thrombin) receptor 


100 


206966_s_at 


KruppeHike factor 1 2 


101 


207186_s_at 


fetal Alzheimer antigen 


102 


20061 0_s_at 


nucleoiin 


103 


22001 4_at 


mesenchymal stem ceil protein DSC54 


104 


214447 at 


v-ets erythroblastosis virus E26 oncogene homolog 1 

(avian) 


105 


201513^at 


translin 


106 


208389 s at 


solute carrier family 1 (glial high affinity glutamate 
transporter), member 2 


107 


202396 at 


transcription elongation regulator 1 (CA150) 


108 


209012 at 


triple functional domain (PTPRF interacting) 


109 


201323 at 


EBNAl binding protein 2 


110 


204932 at 


tumor necrosis factor receptor superfamily, member 1 lb 
(osteoprotegerin) 


111 


204767 s at 


flap structure-specific endonuclease 1 


112 


201362.at 


NSl -binding protein 


113 


212455.at 


KIAA1966 protein 


114 


204646.at 


dihydropyrimidine dehydrogenase 


115 


214577_at 


microtubule-associated protein 1 B 


116 


209486 at 


disrupter of silencing 10 


117 


205558_at 


TNF receptor-associated factor 6 


118 


206766.at 


integrin, alpha 1 0 


119 


206007.at 


proteoglycan 4, (megakaryocyte stimulating factor, articular 
superficial zone protein, camptodactyly, arthropathy, coxa 
vara, pericarditis syndrome) 


120 


221649_s_at 


peter pan homolog (Drosophila) 


121 


210962.s_at 


A kinase (PRKA) anchor protein (yotiao) 9 


122 


201589.at 


SMC1 structural maintenance of chromosomes 1-like 1 
(yeast) 


123 


205726.at 


diaphanous homolog 2 (Drosophila) 


124 


202302.s.at 


hypothetical protein FLJ11021 similar to splicing factor. 

arginine/serine-rich 4 


125 


218696_at 


eukaryotic translation initiation factor 2-alpha kinase 3 


126 


221377.s.at 


recombining binding protein suppressor of hairless 
(Drosophila)~like 


127 


206807.s.at 


adducin 2 (beta) 


128 


204944.at 


protein tyrosine phosphatase, receptor type. G 


129 


209653.at 


karyopherin alpha 4 (importin alpha 3) 


130 


201952.at 


activated leukocyte cell adhesion molecule 
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1 01 
i o 1 


£.\joco't at 


Lirioinc pr lUo^i lui y la^c 


132 


219257 s at 


sohingosine kinase 1 


1 oo 
1 oo 


ZU044O at 


<M-rk'ilt rti ir>1oor PMA ar^'hiv/a'fin a r^nmni^y nnl\/npnt'lHp 1 43KDa 
small nuclear r\i>ir\ oULivaurig kyuiiipicA, ^uiym^m^iu^ 'f 


1 OA 


ZI9UZ0 s at 


i\Mo proLein acuvaLor iirc b 


1 OK 

1 35 


ZOZZb / at 


laminin, gamma ^ 


1 Ob 


ZU4yob at 


mctnyitntoaoenosine pnospnoryiase 


i37 


2UdUo4 at 


Cj Cell reCeptOr associaLea proLein dmp^a^ 


138 


204422_s_at 


fibroblast growth factor 2 (basic) 


1 39 


202251 at 


U4/U0 associateo kimm spncing lactor 


140 


20541 5.s.at 


IvlacnaQo jos6pn oisoass ^spinocereDeiiar ataxia o» 
olivopontocereu6iiar ataxia «3i auLOSomai aominant, ai.axin oj 


141 


202633 at 


topoisomerase kUiMA^ ii Dinoing protein 


142 


220180 at 


CTCL tumor antigen se57-1 


143 


220163 s at 


hairless 


144 


205339_at 


lALl loUL; interrupting locus 


145 


201664.at 


SMC4 structural maintenance of chromosomes 4Hike 1 
(yeast) 


146 


208712 at 


cyclin Ul vr'KAUi. paratnyroio aaenomatosis ij 


147 


207117 at 


KrueppeHrelated zinc finger protein 


148 


205377_s_at 


acetylcholinesterase [i I blood group; 


149 


204591. at 


cell adhesion molecule with homology to LI CAM (close 
homolog of LU 


150 


204897 at 


prostaglandin E receptor 4 (subtype EP4) 


151 


207052 at 


hepatitis A virus cellular receptor 1 


152 


220794.at 


nypotneucal protein rLUZi i90 similar to protein reiatca lo 
DAC and cerberus 


153 


204035 at 


secretogranin II (chromogranin C) 


1 54 


210785 s at 


basement membrane~induced gene 


155 


201809 s at 


endoglin (Osle?^Rendu~Weber syndrome 1) 


156 


208634 s_at 


microtubule^actin crosslinking factor 1 


157 


201138 s_at 


Sjogren syndrome antigen B (autoantigen La) 


158 


206887 at 


chemokine binding protein 2 


1 59 


207303_at 


phospnoui esterase lu, caimoauiin aepenoent /uKL/a 


1 60 


210852 s„at 


aminoadipate~'semialdehyde synthase 


161 


221238 at 


nucleosomal binding protein 1 


1 62 


Z1oUoU_s_at 


plexin A2 


163 


207oZb s at 


interieuKin i receptor^iiKe i 


1 04 


ZUoZo l_x_at 


oeieteo in azoospermia o 


165 


206049_at 


seiectin " \^an\jiG meniDrarie protein i*tui>L/a, aiiu^cri 

OUDZ; 


ICC 


ZU 1 oo4 s_at 


CyLUCnrome Uv OULCr irinuitfiiuriuriai iiidMurouc iJicv^uioui 


167 


213262 at 


Unnamed protein product [Homo sapiens]. mRNA sequence 


168 


202384_s_at 


Treacher Collins-Franceschetti syndrome 1 


169 


202174 sat 


pericentriolar material 1 


170 


219729 at 


paired related homeobox protein 


171 


200606 at 


desmoplakin (DPI, DPII) 


172 


203569_s^at 


orahfacial-digital syndrome 1 


173 


213775 X at 


NP220 nuclear protein 


174 


221230 sat 


RBPHike protein 


175 


204657 s at 


SHB (Src homology 2 domain containing) adaptor protein B 
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176 


218801_at 


UDP~glucose ceramide Rlucosyttransferase^iike 2 


177 


204864_s_at 


interleukin 6 signal transducer (gp130, oncostatin M 


178 


204841 _s_at 


early endosome antigen 1, 162I<D 


179 


208152_s_at 


DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 21 


180 


202693_s_at 


serine /threonine kinase 1 7a (apoptosis^inducing) 


181 


201697_s_at 


DNA (cytosine~5~)'"methyltransferase 1 


182 


201730_s_at 


translocated promoter region (to activated MET oncogene) 


183 


20388 l.s.at 


dystrophin (muscular dystrophy. Duchenne and Becker 

types) 


184 


203804_s_at 


acid~inducible phosphoprotein 


185 


213213 at 


death associated transcrintion factor 1 


186 


201935.s_at 


eukaryotic translation initiation factor 4 gamma, 3 


187 


201603 at 


nrntoin nkincnkiafaQO 1 rooiilaff'orx/ iinhihitnri ciiKiinit 1 9 A 


18^ 


?n?ns2 q at 




189 


214218_s_at 


Ml iman ^I^T ^nHinsr CAfiimnf^o *a' mRNIiV i Incite ny^lQQPl 

mRNA sequence 


190 


201616 at 


calrlocmofi 1 

VCilUCdIIIUi i 1 


191 


7 1 3044 at 


rvi iwr aooviOiaLCU, ouiicu \«uii \«Uf iLaiiiii |JiULClli fMliaoC i 


19? 


?ni?Q? at 


i,u|i«Ji9Ui iici aoc It alalia i tvnuo 


193 


218649 v at 




194 


203080 <5 at 


ni^rtrnoHomain aHia/^^nt' "Jtnr^ Tinff^f* H/^rr^aifi 
Ui «Ji lllJUUi llali 1 aUJaddiL Lu ^lil^ llllgci UUFiialll, 


195 


201862 s at 


Ipiicino Mori I'^n^at (in r*l TI) intorar^tinci nmtoin 1 


196 


208393 fi at 


*\ryLJU\J 1 fUl 1 IUIl,/f^ VO. wCi\7Vl9iaC/ 


197 


201975,at 


restin (Reed-Steinberg cell-expressed intermediate 

filamiAnt~accndatpH nrnt^inj 

lllalllCilL adOU\«laLCU ^ji yixjcim/ 


198 


222201 s at 


CASP8 associated protein 2 


199 


214035 X at 




200 


208901 q at 


LwfJLii oiji 1 ici c3oc \L/^^^^/ 1 


201 


21 1489 at 


Skt^rf^nf^rtTic ainlia — 1 A — rpr*pntnr 
ouididgiv^i aifjiia I , iCwCiJLUi 


202 


213239 at 


nrouActf^ronp — inHifCAH hlnr^Umff far^tor 1 


203 


210390 s at 


ch^mnkirip (C^~~Ci motlTj llfiranH 1 5 


204 


200595.s.at 


eukai^otic translation inttiatinn factor 3 <«tihLinit 1 0 thpta 
150/170kDa 


205 


201057,s.at 


firol^ autoantifiren ?ol?in subfamilv b macrofols'in (with 
transmembrane signal), 1 


206 


210517 s at 


A kinase (PRKA) anchor protein (gravin) 12 


207 


220046 s at 


cyclin L ania~6a 


208 


208835_s_at 


cisplatin resistance~associated overexpressed protein 


209 


209778_at 


thyroid hormone receptor interactor 1 1 


'210 


202127 at 


PRP4 pre^mRNA processing factor 4 homolog B (yeast) 


211 


218080 X at 


Fas (TNFRSF6) associated factor 1 


212 


206029 at 


cardiac ankyrin repeat protein 


213 


214709_s_at 


kinectin 1 (kinesin receptor) 


214 


214132.at 


ATP synthase, H+ transporting, mitochondrial FI complex, 
gamma polypeptide 1 


215 


212462 at 


monocytic leukemia zinc finger protein-related factor 


216 


201567 s at 


golgi autoantigen. golgin subfamily a. 4 


217 


20681 9 at 


DKFZp434P211 protein 


218 


209277_at 


tissue factor pathway inhibitor 2 



20 
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219 


220091. at 


solute carrier family 2 (facilitated glucose transporter), 
member 6 


220 


21051 Ls.at 


inhibin, beta A (activin A, activin AB alpha polypeptide) 


221 


203593.at 


CD2-associated protein 


222 


202668 at 


ephrin-B2 


223 


205178_s_at 


retinoblastoma binding protein 6 
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1 


218918 at 


mannosidase, alpha, class 1 C, member 1 


2 


210944_s_at 


calpain 3. (p94) 


3 


209946 at 


vascular endothelial grovyrth factor C 


4 


204726 at 


cadherin 13, H-cadherin (heart) 


5 


209674.at 


cryptochrome 1 (photolyaseHike) 


6 


211548.s.at 


hydroxyprostaglandin dehydrogenase 1 5~(NAD) 


7 


201843 sat 


EGF-containing fibulinHike extracellular matrix protein 1 


8 


203815.at 


glutathione S-transferase theta 1 


9 


204120 sat 


adenosine kinase 


10 


219657_s_at 


Kruppel-like factor 3 (basic) 


11 


205530_at 


electron-transferring-flavoprotein dehydrogenase 


12 


207535_s_at 


nuclear factor of kappa light polypeptide gene enhancer in 
B-ceHs2(D49/Dl00) 


13 


203886 s at 


fibulin 2 


14 


205088.at 


chromosome X open reading frame 6 


15 


202005.at 


suppression of tumorigenicity 14 (colon carcinoma, 
matriptase, epithin) 


16 


214022_s_at 


6-pyruvoyltetrahydropterin synthase 


17 


217762_sat 


RAB31, member RAS oncogene family 


18 


218604_at 


integral inner nuclear membrane protein 


19 


206545_at 


CD28 antigen (Tp44) 


20 


205139 sat 


uronyl-2-sulfotransferase 


21 


203824_at 


transmembrane 4 superfamily member 3 


22 


204340 at 


chromosome X open reading frame 12 


23 


206105_at 


fragile X mental retardation 2 


24 


214520 at 


forkhead box C2 (MFH-1, mesenchyme forkhead 1) 


25 


202016 at 


mesoderm specific transcript homolog (mouse) 


26 


213030 sat 


plexin A2 


27 


206595 at 


cy statin E/M 


28 


203791 at 


Dmx-like 1 


29 


204620 s at 


chondroitin sulfate proteoglycan 2 (versican) 


30 


200606 at 


desmoplakin (DPI. DPII) 


31 


218677_at 


SI 00 calcium binding protein A14 


32 


212218_s_at 


fatty acid synthase 


33 


219528 sat 


B-cell CLL/lymphoma 1 1B (zinc finger protein) 




/Dyo_x_aL 


X-ray repair complementing defective repair in Chinese 
hamster cells 2 


35 


205022.s_at 


checkpoint suppressor 1 


oO 




amyloid beta (A4) precursor protein (protease nexin-II, 
Alzheimer disease) 


37 


210809.s.at 


osteoblast specific factor 2 (fasciclin Hike) 


38 


203646 at 


ferredoxin 1 


39 


204858 s at 


endothelial cell growth factor 1 (platelet-derived) 


40 


206339 at 


cocaine*- and amphetamine-^regulated transcript 


41 


219281.at 


methionine sulfoxide reductase A 


42 


219561 at 


coatomer protein complex, subunit zeta 2 


43 


209155 s at 


5 -nucleotidase, cytosolic 11 


44 


207233_s.at 


microphthalmia-associated transcription factor 


45 


209723.at 


serine (or cysteine) proteinase inhibitor, ctade B 
(ovalbumin), member 9 



30 
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46 


202638^s_at 


intercellular adhesion molecule 1 (CD54X human rhinovirus 
receptor 


47 


203477 at 


collagen, type XV, alpha 1 


48 


215726_s_at 


cytochrome b-5 


49 


212817_at 


DnaJ (Hsp40) homolog, subfamily B, member 5 


50 


219212_at 


likely ortholog of mouse heat shock protein, 70 kUa 4 


51 


20625 1_s_at 


arginine vasopressin receptor lA 


52 


209505_at 


Homo sapiens full length insert cDNA clone YW26E10, 
mRNA sequence 


53 


202872.at 


ATPase, H+ transporting, lysosomal 42kDa, VI subunit C, 
isoform 1 


54 


204007_at 


Fc fragment of IgG. low affinity Ilia, receptor for (GDI 6) 


55 


214419.s_at 


cytochrome P450, subfamily IIC (mephenytoin 4- 
hydroxylase), polypeptide 9 


56 


202735_at 


emopamil binding protein (sterol isomerase) 


57 


21871 l.s.at 


serum deprivation response (phosphatidylserine binding 
protein) 


58 


212551 at 


adenylyl cyclase-associated protein 2 


59 


204457 s at 


growth arrest-specific 1 


60 


203414 at 


monocyte to macrophage differentiation-associated 


61 


208113_x_at 


poly(A) binding protein, cytoplasmic 3 


62 


201 952 at 


activated leukocyte cell adhesion molecule 


63 


212224_at 


aldehyde dehydrogenase 1 family, member A1 


64 


206030_at 


aspartoacylase (aminoacylase 2. Canavan disease) 


65 


216256 at 


glutamate receptor, metabotropic 8 


66 


218345 at 


hepatocellular carcinoma-associated antigen 1 1 2 


67 


204184_s_at 


adrenergic, beta, receptor kinase 2 


68 


208240_s_at 


acid fibroblast growth factor-like protein 


69 


218221 at 


aryl hydrocarbon receptor nuclear translocator 


70 


221044_s.at 


tripartite motif-containing 34 


71 


204083 s at 


tropomyosin 2 (beta) 


72 


219076_s_at 


peroxisomal membrane protein 2, 22kDa 


73 


207275_s.at 


fatty-acid-Coenzyme A ligase. long-chain 1 


74 


216331 at 


integrin, alpha 7 


75 


205381 at 


37 kDa leucine-rich repeat (LRR) protein 


76 


212625 at 


syntaxin 10 


77 


205116 at 


laminin, alpha 2 (merosin. congenital muscular dystrophy) 


78 


205258_at 


tnhibm. beta B (acttvin AB beta polypeptide) 


79 


204944_at 


protein tyrosine phosphatase, receptor type. G 


80 


204987 at 


inter-alpha (globulin) inhibitor, H2 polypeptide 


81 


204222_s_at 


GLI pathogenesis-related 1 (glioma) 


82 


206633 at 


cholinergic receptor, nicotinic, alpha polypeptide 1 Imuscle) 


83 


212647_at 


related RAS viral (r-ras) oncogene homolog 


84 


202309.at 


methylenetetrahydrofolate dehydrogenase (NADP+ 
dependent), methenyltetrahydrofolate cyclohydrolase. 

formyltetrahydrofolate synthetase 


85 


209605 at 


thiosulfate sulfurtransferase (rhodanese) 


86 


220975_s_at 


Clq and tumor necrosis factor related protein 1 


87 


205145 s at 


myosin, light polypeptide 5. regulatory 


88 


201242_s_at 


ATPase. Na+/K+ transporting, beta 1 polypeptide 


89 


207152_at 


neurotrophic tyrosine kinase, receptor, type 2 
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90 


205713_s.at 


cartilage oligomeric matrix protein (pseudoachondroplasia. 

epiphyseal dysplasia 1 . multiple) 


91 


219351_at 


spondyloepiphyseal dysplasia, late 


92 


216248_s_at 


nuclear receptor subfamily 4. group A, member 2 


93 


214247 s_at 


regulated in glioma 


94 


214087 s at 


myosin binding protein C. slow type 


95 


207577 at 


5"hydroxytryptamine (serotonin) receptor 4 


96 


20577 1_s_at 


A kinase (PRKA) anchor protein 7 


97 


204337_at 


Homo sapiens cDNA FLJ38885 fis, clone MESAN2017417. 
moderately similar to REGULATOR OF G-PROTEIN 
SIGNALING 4. mRNA sequence 


98 


204226_at 


staufen, RNA binding protein, homolog 2 (Drosophila) 


99 


203989 X at 


coagulation factor II (thrombin) receptor 


100 


202422 s at 


fatty-acid-Coenzyme A iigase. long-chain 4 


101 


20381 3^s_at 


slit homolog 3 (Drosophila) 


102 


218845 at 


mitogen-activated protein kinase phosphatase x 


103 


212067 s_at 


complement component 1 , r subcomponent 


104 


204284_at 


protein phosphatase 1 . regulatory (inhibitor) subunit 3C 


105 


209753 s at 


thymopoietin 


106 


205726 at 


diaphanous homolog 2 (Drosophila) 


107 


20647 1_s_at 


plexin 01 


108 


205232 s at 


platelet-activating factor acety (hydrolase 2. 40kDa 


109 


219077 s at 


WW domain containing oxidoreductase 


110 


217781 s at 


zinc finger protein 106 


111 


203027. s_at 


mevalonate (diphospho) decarboxylase 


112 


214582 at 


phosphodiesterase 3B. cGMPHnhibited 


113 


220288 at 


myosin XVA 


114 


204476 s at 


pyruvate carboxylase 


115 


203426_s_at 


insulin-like growth factor binding protein 5 


116 


206324_s_at 


death-associated protein kinase 2 


117 


213348_at 


cycl in-dependent kinase inhibitor 10 (p57, Kip2) 


118 


AFFX-r2-Bs-Dhe-3_at 




119 


201976.s_at 


myosin X 


120 


203579_s_at 


solute carrier family 7 (cationic amino acid transporter, y**- 
system), member 6 


121 


40837.at 


transducin-like enhancer of split 2 (E(sp1) homolog, 
Drosophila) 


122 


201341 at 


ectodermal-neural cortex (with BTBHike domain; 


123 


206165_s_at 


chloride channel, calcium activated, family member 2 


124 


208396 s at 


phosphodiesterase lA. calmodulin-dependent 


125 


201939 at 


serum-inducible kinase 


126 


201925.s.at 


decay accelerating racLor lor complement koi^us, oromer 
blood group system) 


127 


213524_s_at 


putative lymphocyte G0/G1 switch gene 


128 


201427_s_at 


selenoprotein P, plasma, 1 


129 


221533_at 


hypothetical protein, estradiohinduced 


130 


214605_x_at 


G protein-coupled receptor 1 


131 


206806 at 


diacylglyceroi kinase, iota 


132 


209309_at 


aloha-2-glycoprotein 1 , zinc 


133 


213060_s_at 


chitinase 3Hike 2 
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134 


i217813_s_at 


spindlin 


1 


► zOoZi/_s_at 


sialyltransferase 9 (CMP-NeuAc:lactosylceramide alpha- 
2,3-sialyltransferase; GM3 synthase) 


136 


210007.s_at 


glycerol-3-phosphate dehydrogenase 2 (mitochondrial) 


137 


204464_s_at 


endothelin receptor type A 


13S 


203685 at 


B-cell CLL/lymphoma 2 


139 


201806_s_at 


ataxin 2 related protein 


14C 


202270 at 


guanylate binding protein 1 , interferon-inducible » 67kDa 


141 


219854 at 


zinc finger protein 14 (KOX 6) 


142 


205020_s_at 


ADP-ribosylation factor-like 4 


143 


200636_s_at 


protein tyrosine phosphatase, receptor type, F 


144 


201505 at 


laminin, beta 1 


145 


212688 at 


phosphoinositide— 3'~kinase, catalytic, beta polypeptide 


146 


201645 at 


tenascin C (hexabrachion) 


147 


205399_at 


doublecortin and CaM kinaseHike 1 


>48 


MAM M ^ M 

202454_s.at 


v~erb'b2 erythroblastic leukemia viral oncogene homoloc 3 
(avian) 


149 


220833_at 


Endomucln-1 [Homo sapiens], mRNA sequence 


150 


204920 at 


carbamoyt-phosphate synthetase 1, mitochondrial 


151 


206945 at 


lactase 


152 


209709.S at 


hyaluronan-mediated motility receptor (RHAMM) 


153 


2054O7.at 


reversionHnducing^cysteine-rich protein with kazal motifs 


154 


219304_s_at 


spinal cord-derived growth factoi^B 


155 


203132 at 


retinoblastoma 1 (including osteosarcoma) 


156 


211538_s_at 


heat shock 70kDa protein 1A 


157 


219140 s at 


retinol binding protein 4, plasma 


158 


203475.at 


cytochrome P450, subfamily XIX (aromatization of 
androgens) 


159 


201634 sat 


cytochrome b5 outer mitochondrial membrane precursor 


160 


211489 at 


adrenergic, alpha-lA- receptor 


161 


20995 Ls_at 


mitogen-activated protein kinase kinase 7 


162 


20M49.s_at 


tissue inhibitor of metalloproteinase 3 (Sorsby fundus 
dystrophy, pseudoinflammatory) 


163 


203296 s at 


ATPase, Na+/K+ transporting, alpha 2 (+) polypeptide 


164 


219213 at 


junctional adhesion molecule 2 


165 


210375_at 


prostaglandin E receptor 3 (subtype EP3) 


166 


217757^at 


alpha-2-macroglobulin 


167 


205498 at 


growth hormone receptor 


168 


205372 at 


pleiomorphic adenoma gene 1 


169 


2041 74 at 


arachidonate 5-lipoxygenase-activating protein 


170 


217844_at 


nuclear LIM interactor-interacting factor 


171 


210095_sat 


insulin-like growth factor binding protein 3 


172 


203549 s at 


lipoprotein lipase 


173 


201655_s_at 


heparan sulfate proteoglycan 2 (perlecan) 


174 


206029 at 


cardiac ankyrin repeat protein 


175 


207207.at 


testes-specific heterogenous nuclear ribonucleoprotein G- 
T 


176 


218983 at 


complement Cir-like proteinase precursor, 


177 


204072 s at 


hypothetical protein CG003 


178 


204686_at 


Insulin receptor substrate 1 


179 


219322 sat 


WD repeat domain 8 
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180 


207505.at 


protein kinase, cGMP-dependent type 11 


181 


210517.s.at 


A kinase (PRKA) anchor protein (gravin) 12 


182 


207526 s at 


interleukin 1 receptor-like 1 


183 


208431. s.at . 


tubby homolog (mouse) 


1 


£\J 1 n 1 IjSl 


Honno sapiens mRNA full length insert cDNA clone 
EUROIMAGE 1977059. mRNA seouence 


185 


206554 X at 


SET domain and mariner transposase fusion gene 


186 


204035 at 


secretogranin 11 (chromogranin C) 


187 


205952 at 


potassium channel, subfamily K, member 3 


188 


205428 s at 


calbindin 2, 29kDa (calretinin) 


189 


214584_x_at 


acetyl-Coenzyme A carboxylase beta 


190 


211340_s.at 


melanoma cell adhesion molecule 


1 Q 1 


1 1 ZUZu.s.at 


ESTs. Moderately similar to KI67.HUMAN Antigen KI-67 

[H.sapiens] 


192 


205667 at 


Werner syndrome 


193 


219624 at 


BCL2-associated athanogene 4 


194 


203996 s at 


chromosome 21 open reading frame 2 


1 95 


2080D4_s.at 


sialyltransferase 8C (alpha2.3Galbeta1.4GlcNAcalpha 2,8- 
sialyltransferase) 


196 


205792.at 


WNT1 inducible signaling pathway protein 2 


1 97 


210654.31 


tumor necrosis factor receptor superfamily, member lOd, 
decoy with truncated death domain 


198 


205207 at 


interleukin 6 (interferon, beta 2) 


199 


210986 sat 


troponiyosin 1 (alpha) 


200 


202586_at 


PEST-containing nuclear protein 


201 


212670_at 


elastin (supravalvular aortic stenosis, Williams-Beuren 
syndrome) 


202 


206910.x_at 


H factor (complement)-! ike 3 


203 


216537 s at 


sialic acid binding Ig-like lectin 7 


204 


201313 at 


enolase 2, (gamma, neuronal) 


205 


202286 s at 


tumor-associated calcium signal transducer 2 


206 


205776 at 


flavin containing monooxygenase 5 


207 


202157 sat 


CUG triplet repeat RNA binding protein 2 


208 


203184 at 


fibrillin 2 (congenital contractural arachnodactyly) 


209 


205678_at 


adaptor-related protein complex 3. beta 2 subunit 


210 


206388at 


phosphodiesterase 3A. cGMP-lnhibited 


211 


202555 s at 


myosin, light polypeptide kinase 


212 


207780 at 


cyiicin, basic protein of sperm head cytoskeleton 2 


213 


220736 at 


solute carrier family 1 9, member 3 


214 


207995 s at 


CD209 antigen-like 


215 


204068 at 


serine/threonine kinase 3 (STE20 homolog. yeast) 


216 


200974 at 


actin. alpha 2, smooth muscle, aorta 


217 


204247 s at 


cyclin-dependent kinase 5 


218 


209980 s at 


serine hydroxymethyltransf erase 1 (soluble) 


219 


218849 s at 


RelA-associated inhibitor 


220 


205759_s.at 


sulfotransferase family, cytosolic, 2B, member 1 


221 


204154.at 


cysteine dioxygenase. type I 


222 


219026 s at 


RAS protein activator like 2 


223 


209581 at 


HRAS-like suppressor 3 


224 


207092 at 


leptin (obesity homolog. mouse) 


225 


219884_at 


LIM homeobox protein 6 



10 
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226 


205570 at 


phosphatidylinositoM-phosDhate 5--kinase, type H alpha 


791 


£.\jodho s ax. 


uu 1 Do antigen 






transmembrane 7 superfamily member 2 


229 


210247 at 


synapsin !I 




991 ni c a+ 

ZZ 1 U 1 D_S St 


protein Kinase NYU oPio 


£0 1 


zuzzo /_au 


iaminin, gamma 2 




zuoo / 1 s at 


adipose specific 2 




o/o^z at 


collagen, type XI, alpha 1 


234 


201042.at 


transglutaminase 2 (C polypeptide, protein-glutamine- 
gamma-glutamyltransferase) 




ZU/4UO at 


insulin receptor substrate 4 


236 


205386.s_at 


Mdm2, transformed 3T3 cell double minute 2, p53 binding 
protein (mouse) 


237 


220158 at 


placental protein 13Hike protein 


Zoo 


ZZUoOo at 


corin 




ZUoooU at 


protein kinase, cAMP-dependent regulatory, type II, beta 




zuosjio_at 


perllipin 


Zh I 


01 coon 


meningioma expressed antigen 6 (coiled~coil proline-rich) 


0/10 
Z4Z 


one 1 1 n »4> 
ZUO 1 iU_S^at 


fibroblast growth factor 1 3 


Z4o 


ZUoo / /_s_at 


.1-11 i* ■ /v#^P ■ i i \ 

acetylcholinesterase (YT blood group) 


244 


203001 s at 


stathmin-like 2 


245 


20468 Ls.at 


guanine nucleotide exchange factor for Rapl; M-Ras- 
regulated GEF 


Z4d 


ziOol 1 s at 


inhibin, beta A (activin A, activin AB alpha polypeptide) 


Z4/ 


001 cr\K . 
zZ lbuo_s_at 


pipecolic acid oxidase 


Z4o 


z 1 9 /^^ s at 


NADP^dependent retinol dehydrogenase/reductase 


0^0 


omi "re 
ZU/ 1 /D at 


adipose most abundant gene transcript 1 


ZOU 


ZUblZo.at 


adrenergic. alpha-2C- receptor 


251 


219789_at 


natriuretic peptide receptor C/guanylate cyclase C 
(atrionatriuretic peptide receptor C) 


9R9 
ZOZ 


ZU/oZo s at 


myelin basic protein 


ZOO 


ZU4U4 1 _at 


monoamine oxidase B 


254 


205208 at 


formyltetrahydrofolate dehydrogenase 


9RR 


ZU 1 ou 1 s at 


solute carrier family 29 (nucleoside transporters), member 1 


9^6 
ZQQ 


z 1 uoyu_s_at 


chemokine (C-C motif) ligand 1 5 


257 


206610 s at 




258 


204894_s.at 


amine oxidase, copper containing 3 (vascular adhesion 
protein 1) 


259 


215506 s at 


ras homolog gene family, member I 


260 


206819 at 


DKFZd434P211 protein 


261 


221142_s_at 


peroxisomal trans 2-enoyl CoA reductase; putative short 
chain alcohol dehydrogenase 


262 


208998_at 


uncoupling protein 2 (mitochondrial, proton carrier) 


263 


205*440 s at 


neuropeptide Y receptor Y1 
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1 


209112.at 


cyclin-dependent kinase Inhibitor IB (d27. Kipl) 


2 


205831 at 


CD2 antigen (p50), sheep red blood cell receptor 


3 


203889 at 


secretory granule, neuroendocrine protein 1 (7B2 protein) 


4 


205052.at 


AU RNA binding protein/enoyl-Coenzyme A hvdratase 


5 


204224_s.at 


GTP cyclohydrolase 1 (dopa-responsive dystonia) 


6 


1053 at 


replication factor C (activator 1) 2, 40kDa 


7 


206876 at 




8 


202251 at 


U4/U6-associated RNA splicing factor 






a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif. 5 (aggrecanase-2) 


10 


41512 at 


BRCA1 associated protein 


11 


204624_at 


ATPase, Cu-h- transporting, beta polypeptide (Wilson 


1 0 


01 Q1 Rfi e> 


adaptor protein containing pH domain, PTB domain and 
leucine zipper motif 


13 


202227.s_at 


skeletal muscle abundant protein 


14 


200947 s at 


glutamate dehydrogenase 1 


15 


202095_s_at 


baculoviral lAP repeat-containing 5 (survivin) 


16 


204749 at 


nucleosome assembly protein Hike 3 


1 / 




Human HepG2 3' region cDNA, clone hmdIfOS, mRNA 
sequence 


18 


218322_s_at 


fatty-acid-Coenzyme A ligase, long-chain 5 


19 


207191 s_at 


immunoglobulin superfamily containing leucine-rich repeat 


20 


205158 at 


ribonuclease, RNase A family, 4 


01 
CI 


ZUOD 1 0_au 


Homo sapiens cDNA FLJ25134 fis, clone CBR06934, mRNA 

sequence 


22 


204131_s_at 


forkhead box 03A 


23 


206932 at 


cholesterol 25-hydroxylase 


24 


202133 at 


transcriptional co-activator with PDZ-binding motif (TAZ) 


25 


205062_x_at 


retinoblastoma binding protein 1 


26 


201829 at 


neuroepithelial cell transforming gene 1 


27 


204114_at 


nidogen 2 (osteonldogen) 


28 


216215_s_at 


RNA binding motif protein 9 


29 


39248_at 


aquaporin 3 


30 


20931 2_x_at 


major histocompatibility complex, class II, DR beta 1 


31 


20445 1_at 


fnzzled homolog 1 (Drosophila) 


32 


20531 8_at 


kinesin family member 5A 


33 


220161 s at 


erythrocyte membrane protein band 4.1 like 4B 


34 


203865_s_at 


adenosine deaminase. RNA-specific, B1 (RED1 homolog rat) 


35 


202352.s.at 


proteasome (prosome, macropain) 26S subunit. non- 
ATPase. 12 


36 


206186 at 


membrane protein, patmitoylated 3 (MAGUK p55 subfamily 
member 3) 


37 


218729_at 


latexin protein 


38 


204159_at 


cyclin-dependent kinase inhibitor 20 (pi 8, inhibits CDK4) 


39 


219773_at 


NADPH oxidase 4 


40 


208079 s at 


serine/threonine kinase 6 


41 


200632_s_at 


N-myc downstream regulated gene 1 


42 


214132.at 


ATP synthase. H+ transporting, mitochondrial F1 complex, 
gamma polypeptide 1 


43 


221447_sat 


gycosyltransferase 


44 


207601 at- 


sulfotransferase family, cytosolic, 1 B. member 1 
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45 


203334_at 


DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) 


46 


220929^at 


UDP~N— acetyl""a!pha~D'~galactosamine:polypeptide N~ 
acetylgalactosaminyltransferase 8 (GalNAc~T8) 


47 


202748 at 


guanylate binding protein 2, interferon~inducible 


48 


205475 at 


scrapie responsive protein 1 


49 


214290 s at 


H2A histone family, member 0 


50 


203803 at 


prenylcysteine lyase 


51 


823 at 


chemokine fC~X3~C motif) lip'and 1 


52 


220255_at 


FanconI anemia comnlpmpntatinn pmiin P 


53 


203359 s at 


c~"m\/c blndin? nrotein 


54 


204747 at 


Inf prfArnn-^induced nrot^in with tetratricon^ntid^ rf>n^at^ A 


55 


208155 X at 


G antigen 6 


56 


210349 at 


calcium/calmodijlin~*dpnpnHpnt nmtpin tcinas^ T\/ 

wOlwIUI 1 1/ wall 1 1 VUUIII 1 UC7|Jd IVId 1 ii |^lwl>wlil nlllOOCf IV 


57 


205742 at 


trooonin I carHi^f* 

u v^ui 111 1 1, waiuiow 


58 


205775_at 


IjN/V QPirmpnt nn r*nrrimnQi^mp Riiinlntif>i ^RS^ Avnr*ckccoH 
ii.'i^'^ 99giiic;iiL ui 1 v«rii uiiiuouiiic u\ijiiil|lic/ ^U\/*t cA^jrcodCU 

O w U CI IS^JS 


59 


210823 s at 


nrotpin tvro^inp nhn<;nhaf a<ip rpcpntor tvnp ^ 


60 


2061 19 at 


hpfj^ inp — hrim rtr"v/<;t"piri*» rma+hiv/l+Tan ora co 

IJOLalilC 1 lUI M L/^ y o LCtl IC?* 1 liCLl ly ILT af lol "i OOC 


61 


205539 at 


advitlin 

OiVJVillii i 


62 


202622.s.at 


autn^nmal rinminant' atavin 9^ 
auLuouiiioi uuiiiii laiiLi auaAiii 


63 


201 288 at 


Rhn tinP dicQnri;4tion inhlhitrir ^r^nH hpfa 

rvi IV/ vJ L»/ f UloOUVflaulvli 1 IIIiIImILv/i vVJI^iy UcLa 


64 


218437 s at 


il7Ul«iiiC dipper U al lo\^i IfJ LIUI 1 laOLUl 1 


65 


215071 s at 


H9A hi^'tonp familx/ mpmhpr 1 


66 


214478 at 


^pprptpd nhft<;nhnnrntpin 9 9^1cDa 


67 


218009 s at 


nrntpin rpcnilafnr n*f r^v/frklcinpcie 1 


68 


203080 s at 


bromodomain adia^pnt tn 7inc fino^pr Hnmain 9R 


69 


2091 18 s at 


t'uhiilin ainkia ^ 
vAiuuiiiii alalia w 


70 


220327 at 


colon carcinoma relatpd nrotpin 

>«wi vi • wai wii i\ji 1 la iwioit^u |ji viIfOII 1 


71 


219618 at 


interleijkin~l recGntor~a^^ociatpd kina<%p A 


72 


210052 s at 


chromosome 20 onen r^^A'xviff framp 1 

vxi II VI ■ I vwvi 1 1^ cv/ v^wi 1 I cauii if^ 1 1 oi 1 1 


73 


215418 at 


parvin, alpha 


74 


218735 s at 


zinc finger protein 


75 


202731 at 


orocrammed cell death 4 (neoolastic transformation 


76 


205304 s at 


potassium inwardly-rectifying channel, subfamily J. member 


77 


221412_at 


VIRHike 1 


78 


218183_at 


chromosome 16 open reading ^ame 5 


79 


203131 at 


platelet— derived growth factor receptor, alpha polypeptide 


80 


206572 X at 


zinc finger protein 85 (HPF4. HTF1) 


81 


205817 at 


sine ocults homeobox homolog 1 (Drosophila) 


82 


209102 s at 


HMG-box containing protein 1 


83 


220545 s at 


testis-specific kinase substrate 


84 


205999_x_at 


cytochrome P450, subfamily IDA (niphedipine oxidase), 
polypeptide 4 


85 


206930 at 


glycine-N-acyltransferase 


86 


207408 at 


organic cationic transporter-like 4 


87 


204732 s at 


ADP-ribosylation factor domain protein 1. 64kDa 


88 


202393_s_at 


TGFB inducible early growth response 


89 


204675.at 


steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 
alpha-steroid delta 4-dehydrogenase alpha 1) 



10 
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90 


205251 at 


period homolog 2 (Drosophila) 


91 


205027_s_at 


mitogen-activated protein kinase kinase kinase 8 


92 


214683_s_at 


CDC-IIke kinase 1 


93 


206483_at 


testis specific leucine rich repeat protein 


94 


210862 s at 


sarcosine dehydrogenase 


95 


207086_x_at 


G antigen 4 




9inifin at 

^ 1 U 1 UU_dL 


piatelet-activating factor acetylhydrolase, isoform lb, beta 
subunit 30kDa 


97 


205376 at 


inositol polyphosphate-4-phosphatase, type 11, lOSkDa 


570 


on^ARI at 
£.\J0'*0 i.ax 


myeloid/lymphoid or mixed-lineage leukemia (trithorax 
homolog, Drosophila); translocated to, 7 


99 


221087_s_at 


apolipoprotein L, 3 


100 


210882 s at 


trophinin 


101 


204897 at 


prostaglandin E receptor 4 (subtype EP4) 


102 


205191.at 


retinitis pigmentosa 2 (X-linked recessive) 


103 


205782_at 


fibroblast growth factor 7 (keratinocyte growth factor) 


1 w* 


4lUO«50Z.S.aL 


DMC1 dosage suppressor of mckl homolog, meiosis- 
specific homologous recombination (yeast) 


105 


207455_at 


purinergic receptor P2Y, G-protein coupled. 1 


lUO 




DEAD/H (Asp-Glu-Ala-Asp/Hls) box polypeptide 6 (RNA 
helicase. 54kDa) 






recombining binding protein suppressor of hairless 
(Drosophila)-llke 


108 


202240 at 


poloHIke kinase (Drosophila) 


109 


219993.at 


SRY (sex determining region Y)-box 17 


110 


207022_s.at 


lactate dehydrogenase 0 


111 


207302_at 


sarcoglycan, gamma (35kDa dystrophin-associated 
glycoprotein) 


112 


221107.at 


cholinergic receptor, nicotinic, alpha polypeptide 9 


113 


206467_x_at 


tumor necrosis factor receptor superfamily, member 6b, 
decoy 


114 


218476.at 


protein-O-mannosyltransferase 1 


115 


208557_at 


homeo box A6 


116 


216598.s.at 


chemokine (C-C motif) ligand 2 


117 


209189_at 


v-fos FBJ murine osteosarcoma viral oncogene homolog 


118 


203003.at 


MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) 



[0133] 

1 . y y h mmm^<Dmm 

f*ai 60g©'5-r7.^'- (wi s t e r) fkMy y h ^mmm. w\m%mmmm^Wi 
tJtiiLfco 'kic. mo aLrcw\mfimsfimm^m*>ic::iyyi---i: (s i gma^, t y 

pell) 76. 6*ffi/L^$t?0. 5 % <t> 7 7 ^ y (. B S A ) / 3 0 m M 

HEPES/200nM7Tyi/>-^L/7X-'J>';r;l/-/W;d-4->^-hAy7r- 
(WT, BSA-KRBHi:IIS-r)Ji:gSltT, 3 7'CT'90^i>H«gifb, fliflSifflliS^ilg 

'■k^^VrnfmrnM^ 0 . 5%BSA^#tyDMEM (BSA-DMEM) icmmLtCo 
[01 34] 

$5&H^i:bTs i/f\^^S.y. -r h 7 t K a ^ ;1/ ^ = i/ 7 - 7 - > - 
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3 - ■!/ )l u i/ \f (D 4 m^m^LTco BSA-DMEMtC, S> ^ ti^ \^ it> D U S 0 IC^M L tc 
[0 1 3 5] 

3. CD pi! 

2 4mmSiC=' y hmSfimm^mUL. RNeasy Lipid Tissue 
Mi n i K i t^ffiV^T. ^RNA^PSILfco i^lC ?fP.n/c^RNA^^StL 
Superscript Choice System&tfT7-d (1) 247"^ 
-rv-;SrfflV^T 1 c D N A ^r^j^Lfco U^^T. dNTP. DNA'J*r--tf, DN 10 

A>1^'J^^--tfIRt>*RNa s eH^&iSftlLTSJS^-y:. MtCT4DNAd^U^5--tfI 
^^i!lPLT2*^cDNA^^fieLfCo -XlC. JtStlfccDNA^^ffiSf^. RNA Tr 
anscript Labeling Kit^fflV>. ATP.GTP.CTP.UT 

P. tr:a-^>{bu T p, sr; e^^Xbc T p ^iip^T^-^^KkStS^ff ofco 

1^^)»Stt>40inMh'JX-g^i5(pH8. l),30mM S^Kv^'*^-.iy'i7A. 10 
OmM B^^^'J-irAtfT'Q 4*ClCT3 5^F^ijP«iLT, WOnitLfc^yi-^yit^y he 
R N A L fco 

[0 1 3 6 3 

4 . D N A 5^ >y y ^ O ^ r U Y X ^ M ^ iSiJ ^ 
»?>T-fbLfc:tr;tf-y{b7-yhcRNA^. M^n)^-Y-t:-'>3>/"^>y7T-4'> 45 20 

X:jCT16NFHxGeneChip Rat Genome U34A Array JC-'n 
-Y U X ? •ti: o ^' r U ^* ^ Xft . A f f y m e t r i X f 1 u i d i c s s 
t a t i ontCj^#(r)yDh3-;KctJ£v^, GeneCh i p^j^feifft. S5ifeL/ic ^fe 
tctistreptavidin phycoerythin i:biotinylate 
d anti-Streptavidin ^fflV/S:, SJife^O GeneCh i p^&Ge 
ne Scanner ^fflV''TX+A'>L, 488nm©i[ie^*fflV, 570nm(!D 

[0137] 

5. x-^<l?tlf 

-r-^^W^fi. Gene Spr i ng^fflV^TfT-tsfc fg^^BOJtgj^ff a fc 46 30 
-i^ ;!/ ^ ft] ^ t6 1? o a e ? . ^* :^ ;KD S 14 S v^ a e ? . & :h ;i/ ^ 

v^ae^^^t. ^^*f* L T 3 9 6 2 ficae^^ttm Lfco (in<5oae?(cov^ 

T. ^ftp°nH?^^i!iDLfcfcO*':^B8i:it«LT 1 . 5 « t(±©^ ^fi^g^ L fc t> © 
[0138] 

6. Ap°bH^ t js^ Lfcae^^ss 

ff^Mlci^liaLri^rc. ^io. Sft5<DSIiS-^aGenBankc7)7^-b-y~>3>S-^-e 

e?©isti (Ji^^nstofe^tf) ^rSLTv-'So ^1 5«k:^^ns2 4 7{s®ae 40 

? a s ^ /I' ^ 5 > X « x h ^ t: F D ;!/ 5 > (D fin -e ^ « *^ ^ ic m ti to L ^> 7 

- > X a 5^ 7 ^ 5/" > - 3 - ^* ;b ri F © io T ^ a A< w it tc ti Ad L -p fc a e ? 

pTfeS, Sfc, ^i6at^f7 9ffloae^tt. ^ }l ^ 5. y Xii T h ^ ]^ a ji if 

^ y (D mimT li^mmi^^ Micmta L i3-> tc f)K yr -vyx\ti/r -'jy - 3 

3 FcD^to-efg]i«*^w.«tctita Lfcae?p-efe5o ^5>tc, ^ 1 7 sti:;TN-r 2 2 4 

<ioae?ti, 5 >X{i-r F 7 t F n i^;!/^ = >(7)^i!,p^ S tf -> 7 > X v' 7 

- 3 F<D^taov^-f nT'«.^il«*^*mic«ijnL/-cae^SfT'fei.o 
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S W *3 




1 


AF036548 at 




0 


AFn36548 p at 


RfTcf)9 nrnf'fin 


3 


rc.AA893235_at 


P^T« Hiffhl\/ similar tn t^OS? MOUSF Putative Ivmnhocvte 

r^n/ni c\Aii1-rh nroffkin 9 rr^n^9-*tlU«» nrntpin^ FM mii^rtjlu^l 


4 


AB005743_g_at 


ivaLLUb riurvcgiuUo mi\i>iM lur idLLy duiu uatiopuiLCit |jaiuai 

cds. 


D 




protein phosphatase 1, regulatory (inhibitor) subunit lA 


6 


AA848563_s_at 


Heat shock protein 70-1 


/ 


A Dm c 1 fin M» 


gainma— aminobutyric acid (GABA) B receptor, 1 


o 
O 


Uo49oZ at 


Fos— related antigen 


9 


AAfioeo>io 

rc AAyZoZ4Z at 


trans~golgi network protein 1 


10 


AF0b2o94_at 


nucleosome assembly protein Hike 1 


11 


Z75029_s_at 


R.norvegicus hsp70.2 mRNA for heat shock protein 70 


12 


D17349cds.f.at 


Rattus norvegicus CYP2B15 gene for cytochrome P450 
2B15, exon 9 and complete cds. 


13 


U75398_s_at 


similar to EGR-1; Rattus norvegicus Krox-24 mRNA, partial 
cds. 


14 


rc AA899106 at 


cyclin D2 


15 


rc_AI176461_s_at 


selectin, endothelial cell, ligand 


16 


rc AA8749i9_at 


mismatch repair protein 


17 


rc_AI639058.s.at 


ESTs. Highly simitar to Nedd4 WW bindmgTF protein 4; 
Nedd4 WWHjinding protein 4 [Mus musculus] [M.musculus] 


18 


rc.AI011746.at 


ESTs, Highly similar to transmembrane protein induced by 
tumor necrosis factor alpha [Homo sapiens] [H.sapiens] 


19 


L16764 s at 


Heat shock protein 70-1 


20 


U 6 8 5 6 2m R N A#2.s_a t 


UboooZmRNAffZ RNUboboZ Rattus norvegicus chaperonin 
60 (HspGO) and chaperonin 10 (CPNIO) genes, nuclear 
genes encoding mitochondrial proteins, complete cds 


21 


M94537 at 


phosphodiesterase IB 


22 


rc^AA89362Kat 


ESTs. Highly similar to ATY2_M0USE Probable cation- 
transporting A i Kase Z vUA I LiVi.muscuiusj 




ArUoiDbl s at 


solute carrier family 12, member 2 


Z4 


Dl DoUo at 


Kat mKiNA tor cyclin UZ, complete cos. 


OK 


U4oo9b at 


mitogen activated protein kinase kinase kinase 1 


Oft 


Ub /y9o_s_at 


steai'oyi— Coenzyme A desaturase 2 


0*7 
LI 


uuuOou at 


2|4— dienoyi CoA reductase 1 , mitochondrial 


28 


AB012944cds.s.at 


Rattus norvegicus gene for parathyroid 
hormone/parathyroid hormone related protein receptor, 
partial cds. 




ni 07fiQ IT at 

u 1 z /oy_g_ai 


ivruppei iiKe lactor 9 




MDU 1 0 / <t*f_g_a L 


nuciear receptor oinoing lacxor i 


31 


L07736_at 


carnitine palmitoyltransferase 1 


32 


rc AA945704 at 


ESTs 


33 


rc AI014163 at 


interferon-related developmental regulator 1 


34 


M13100cds#6_f.at 


ORFa'; putative; ORFa; putative; ORFb; putative; ORFc; 
putative; ORFdl; putative; 0RFd2; putative; Rat long 
interspersed repetitive DNA sequence LINE3 (LIRn). 


35 


rc_AI639427_at 


ESTs 


36 


U48596^at 


mitogen activated protein kinase kinase kinase 1 


37 


MlQ934.s.at 


retinol-blnding protein; Rat retinol-binding protein (RBP) 
mRNA, partial cds. 
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38 


rc AA8931 93 at 


ESTs 




rc 1 D / at 


Co 1 S 






intracellular hydrolase; This sequence comes from Fig. 2; 


40 


Sol497_s_at 


conceptual translation presented here differs from 
translation in publication; LAL; lysosomal acid 
lipase=intracellular hydrolase [rats, Wolman, liver, mRNA. 
3144 ntj. 


41 


rc^AA891651^at 


ESTs, Moderately similar to T00741 NADH dehydrogenase 
(ubiquinone) (EC 1 .6.5.3) acyl carrier chain, mitochondrial ~ 
human (fragment) [H.sapiens] . 


42 


D88890.at 


Rattus norvegicus mRNA for acyl-CoA hydrolase, complete 
cds. 


43 


U56862 at 


Pancreas zinc finger protein, see also D1Bda10¥2 


44 


X97772 ELat 


3-phosphoglycerate dehydrogenase 


45 


rc AI639102^at 


ESTs 


46 


AB012933 at 


fatty acid Coenzyme A ligase, long chain 5 


47 


X60328 R_at 


cytosolic epoxide hydrolase 


48 


X95986mRNA#1Xat 


monomer, R.non/egicus CBR gene. 


49 


rc^AI171355.s_at 


EST217310 Normalized rat muscle. Bento Scares Rattus 


sp. cDNA clone RMUBJ63 3' end, mRNA sequence. 


50 


AF001417 s at 


core promoter element binding protein 


51 


AF069782_at 


similar to pea SAR DNA binding proteins and nucleolar 
KKD/E repeat proteins; Rattus sp. unknown mRNA. 


52 


M18330^at 


protein kinase C delta subspecies; Rat protein kinase C 
delta subspecies. 




X02d 1 u_g,at 


Enolase 1 , alpha 


54 


rc AA892864 at 


monoglyceride lipase 


55 


rc AA963449 s at 


ESTs 


56 


U75393 s at 


succinate-CoA ligase. GDP-forming, alpha subunit 


57 


M31176mRNA#2_at 


gastrin-releasing peptide 






Method: conceptual translation with partial peptide 


58 


S65555_at 


sequencing; This sequence comes from Fig. 2; gamma- 
glutamylcysteine synthetase light chain [rats, kidney, 
mRNA. 1380 nt]. 


59 


L13619_at 


growth response protein (CL-6) 


60 


L31394exon s at 


Rat parathyroid hormone receptor gene, exon T. 


61 


D43623_g_at 


Carnitine palmitoyltransferase 1 . muscle 


62 


rc AA892128 at 


ESTs 


63 


AJ224120.at 


peroxisomal membrane protein Pmp26p (Peroxin-11) 


64 


rc_AA859519_at 


It'll * *l a ft A A A A I 1 ^\ p* lAl* 1" a* 

ESTs. Highly similar to RBMS.MOUSE RNA-binding protein 
With multiple splicing (RBP-MS) (HEart, RRM Expressed 
Sequence) (Hermes) [M.musculus] 


65 


U 10697 s at 


carboxylesterase 1 


66 


M12492mRNA#1^at 


Rat type 11 cAMP-dependent protein kinase regulatory 

subunit mRNA, 3' end 


fi"7 
0 / 


ArUv5UUy 1 U i Kff 1 at 


cyclin L 


68 


rc.AI235631.at 


ESTs. Highly similar to transmembrane protein induced by 
tumor necrosis factor alpha [Homo sapiens] [H.sapiens] 


69 


rc AI233219.at 


pineal specific PQ25 protein 


70 


U10699.at 


endothelial differentiation, sphingolipid G^protein-coupled 
receptor, 5 
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71 


AF062741_fiLat 


pyruvate dehydrogenase phosphatase isoenzyme 2 


72 


rc.AAB00737_at 


ESTs, Weakly similar to catenin delta 2; neural plakophilln- 
related arm-repeat protein; catenin (cadherin-associated 
protein), delta 2 (neural plakophilin-related arm-repeat 
protein); neurojungin [Mus musculus] [M.musculus] 


73 


rc AA893242 g at 


fatty acid Coenzyme A ligase. long chain 2 


74 


D30666_at 


fatty acid Coenzyme A ligase. long chain 3 


75 


rc_AI176662_s_at 


Early growth response 1 


76 


D00569^at 


2,4-dienoyl CoA reductase 1, mitochondrial 


77 


U09540 at 


Cytochrome P450 Ibl 


78 


rc_AI059508_s_at 


transketolase 


79 


Y00396mRNA_at 


Rat c-myc oncogene and flanking regions. 


80 


rc_AI236601_at 


ESTs 


81 


AA108277.at 


EST0020 rat lambda ZAPII library (C.P.Hamel) Rattus 
noryegicus cDNA clone pCOlOO 5' similar to Heat shock 
protein (hsp-E71), mRNA sequence. 


82 


M63282 at 


Activating transcription factor 3 


OJ 




This sequence comes from Fig. 3; ICER; transcriptional 
repressor CREM [rats» pineal gland, mRNA, 436 nt]. 


84 


Y09333^at 


mitochondrial acyl-CoA thioesterase 1 


85 


rc AI070295_at 


growth arrest and DNA^damage-inducible 45 alpha 






ESTs, Highly similar to uridine-cytidine kinase 2 [Mus 
musculus] [M.musculus] 


87 


S74351_s_at 


This sequence comes from Fig. 2; PTP; CL100; 3CH134; 
protein tyrosine phosphatase [rats, Wistar, lung, mRNA 
Partial. 521 nt]. 


88 


rc AA893590 at 


ESTs 






R.norvegicus mRNA for High Mobility Group Protein I (Y). 3' 
UTR. 


90 


M83298.at 


protein phosphatase 2 (formerly 2A). regulatory subunit B 
(PR 52). alpha isoform 


91 


J04503_at 


Protein phosphatase type 1 A (formely 2C). Mg^dependent, 
alpha isoform 


92 


X62875mRNA_at 


R.norvegicus mRNA for High Mobility Group Protein I (Y), 3' 

UTR. 


93 


U53922 at 


DnaJ-like protein 


94 


rc_AA945867_at 


Avian sarcoma virus 1 7 (v-jun) oncogene homolog 


95 


U38481_at 


RhoA - binding serine/threosine kinase alpha (ROK - alpha) 


96 


rc_AI639488.at 


ESTs. Highly similar to A42772 mdm2 protein - rat 

(fragments) [R.norvegicus] 


97 


U13177.at 


ubiquitin-conjugating enzyme E2D 3 (homologous to yeast 
UBC4/5) 


98 


M20637^s.at 


phospholipase C^IIl; Rat phospholipase C-III mRNA. 
complete cds. 


99 


U40819 at 


protein kinase, AMP-activated, alpha 1 catalytic subunit 


100 


M86389cds s at 


Heat shock 27 kDa protein 


101 


rc AA892238 at 


ESTs 


102 


rc^AA800753_at 


ESTs 


103 


rc AA891595 at 


ESTs 


104 


S63521j.at 


glucose-regulated protein GRP78 [rats, thyroid gland. 
mRNA. 1343 ntl 



10 
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1 


rC^MMo f uuZU^al. 


Co 1 S 


1 uo 




bo 1 ibiuzo iNormaiized rat heart, Dento ooares Rattus sp. 
cUiNA Clone KHkAUbb o end similar to UnaJ protein 
homolog 2, mRNA sequence. 


1 U / 


ivii7U0 1 o_at 


Glutamate receptor, metabotropic 4 


108 


S90449.at 


Method: conceptual translation with partial peptide 
sequencing; This sequence comes from Fig.2; PP2C2; 
protein phosphatase 2C isoform [rats, liver, mRNA, 1950 
ntj. 


1 uy 


rc H31287 e at 


kinase 


1 lU 


UU9793 at 


Kirsten rat sarcoma viral oncogene homologue 2 (active) 


111 


rc.AA892828.at 


ESTs, Highly similar to SI 5892 pyruvate dehydrogenase 

Clipoamide) (EC 1.2.4.1) beta chain - rat [R norvegicus] 


1 12 


M22357 g at 


Myelin-associated glycoprotein 


113 


rc_AA891751_at 


ESTs, Highly similar to CIN3_RAT Sodium channel protein, 
brain III alpha subunit (Voltage-gated sodium channel 
subtype III) [R.norvegicusJ 


1 14 


rc_Ail 72097_at 


heat shock transcription factor 1 


■lie 

1 15 


U04835_at 


CAMP responsive element modulator 


116 


Y08355cds#2 at 


R.norvegicus mRNA for PKC-zeta-interacting protein. 


1 1 7 


1 OOCAH nKIA J. 

L32591mRNA at 


growth arrest and DNA-damage-inducible 45 alpha 


118 


rc_AI070295_g_at 


growth arrest and DNA-damage-inducible 45 alpha 


1 19 


Ml 841 6 at 


Early growth response 1 


120 


rc_AI014169_at 


upregulated by 1 .25-dihydroxyvitamin D-3 


121 


A A^nn^iiii A 

rc AA799744 at 


ESTs 


■i OO 

122 


090265 s at 


proteasome (prosome, macropain) subunit. alpha type 1 


1 oo 

123 


rc_AA900769_s_at 


smooth muscle alpha-actin 


124 


U40628.at 


Rattus norvegicus clone BB.1.4.1 unknown Glu-Pro 
dipeptide repeat protein mRNA. complete cds. 


125 


rc>A799323.at 


ESTs. Moderately similar to PLEK_HUMAN Pleckstrin 

(Platelet p47 protein) [H.sapiens] 


1 Oct 


AF039oo3 s at 


decay-accelarating factor 


127 


1 IC i TOO 

Uol 729_at 


Rattus norvegicus proline rich protein mRNA. complete cds 




U2 1 oUU g at 


Rat mRNA for proteasome subunit RC 10-11, complete cds. 


129 


L32591mRNA^at 


growth arrest and DNA-damage-inducible 45 alpha 


1 'jn 
1 oU 


ArUo/Ua/ E_at 


B-cell translocation gene 3 


131 


AA875509.at 


EbTs, Moderately similar to SI 5349 mdm2 protein - mouse 

[M.musculus] 


132 


D37951cds.s_at 


human immunodeficiency virus type 1 enhancer-binding 
protein 2 


133 


U32314jLat 


Pyruvate carboxylase 


1 *\A 
I On 


UO^UDi? T at 


carbonyl reductase 1 


135 


rc_AA944397^at 


F5sTq Mnri^rat«>l\/ cimilar tn M^qR RAT Moat chn/^Lr nm^ain 

MSP 90-beta (HSP 84) [R.norvegicus] 


136 


AF087037 at 


B-cell translocation gene 3 


137 


U75404UTR#1_s_at 


Rattus norvegicus Ssecks 322 mRNA, 3' untranslated 
region, partial sequence. 


138 


rc AA850734 at 


vascular endothelial growth factor 


139 


U53513_at 


glycine-, glutamate- thienylcyclohexylpiperidine-binding 
protein 


140 


rc_AA875126_at 


ESTs 
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141 


U0718i_at 


Lactate dehydrosenease B 


142 


AF013144 at 


MAP-kinase phosphatase (cpg2u 


143 


rc AA799889_at 


ESTs 


144 


M12579_at 


gonadotropin-releasing hormone 1 


145 


U17901_at 


phospholipase A2, activating protein 


146 


rc.AA859648_at 


ESTs, Weakly similar to DnaJ vHsp40; homolog, subfamily 
A, member 2 [Rattus norvegicus] [R.norN/egicus] 


147 


D10262 at 


choline kinase 


148 


LI 2025 at 


Tumor-associated glycoprotein pE4 


149 


U81492.s_at 


interleukin 3 


150 


rc>A875127.at 


ESTs, Highly similar to cell division cycle 2-like 5, isoform 
1 ; cholinesterase-related cell division controller CDC2- 
related protein kinase 5 [Homo sapiens] [H.sapiens] 


151 


rc AI237654 at 


upregulated by 1,25-dihydroxyvitamin D-3 


152 


U20796 at 


nuclear receptor subfamily 1, group D. member 2 


153 


rc AI639336 at 


ESTs 


154 


U21719mRNA^s_at 


Rattus norvegicus clone D920 Intestinal epithelium 
proliferating cell-associated mRNA sequence. 


155 


rc AI172097_K_at 


heat shock transcription factor 1 


156 


rc.AI0 14091. at 


Cbp/p30D-interacting transactivator, with Glu/Asp-rich 
carboxy-terminal domain, 2 


157 


J05592_^at 


protein phosphatase 1, regulatory (inhibitor) subunit 1A 


158 


AB015724 at 


nuclear receptor binding factor 1 


159 


rc_AA79953Lat 


ESTs. Moderately similar to hypothetical protein FLJ20752 
[Homo sapiens] [H.sapiens] 


160 


L26268^at 


B-cell translocation gene 1 


161 


XI 6554 at 


phosphoribosyl pyrophosphate synthetase 1 


162 


rc AA998683_g_at 


Heat shock 27 kDa protein 


163 


U87971_g^at 


similar to Rattus norvegicus syntaxin 5, GenBank Accession 
Number L20822; Rattus norvegicus syntaxin 5 mRNA, 
partial cds. 


164 


rc AA875390_fi_at 


ESTs 


165 


U32314at 


Pyruvate carboxylase 


166 


M11942_s_at 


Heat shock cognate protein 70 


167 


AA108308.s.at 


ESTs, Moderately similar to SI 5349 mdm2 protein - mouse 
[M.musculus] 


168 


D90109_at 


fatty acid Coenzyme A ligase, long chain 2 


169 


U87971.at 


Similar to Rattus norvegicus syntaxin 5, GenBank Accession 
Number L20822: Rattus norvegicus syntaxin 5 mRNA, 
partial cds. 


1 /U 


Dlo4/y_at 


hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl- 
Coenzyme A thiolase/enoyl-Coenzyme A hydratase 
(trifunctional protein), beta subunit 


171 


rc.AI008074.s_at 


ESTs. Highly similar to HS9B.RAT Heat shock protein HSR 
90-beta (HSP 84) [R.norvegicus] " 


172 


AF000901 s at 


nucleoporin p58 


173 


U07181 ^at 


Lactate dehydrogenease B 


174 


rc.AI639256_at 


ESTs 


175 


rc.H31802_at 


EST. Moderately similar to SI 2207 hypothetical protein (B2 
element) * mouse [M.musculus] 
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176 


rc_AA892831.s.at 


ESTs, Highly similar to JC6524 26S proteasome regulatory 
complex chain p44.5 - human [H.sapiens] 


177 


X14788_s_at 


cAMP response element binding protein 1 


178 


AF062740 at 


Dvruvate dehx/droffenasG DhosDhatase isopn7vme 1 


179 


rc.AA893905.at 


ESTs Moderatelv similar to RIKEN cDNA 061G037N01 
IMu^i miiscuhj**! fM mii(;Rijlij(;1 


180 


U37462_s.at 


mitogen activated protein kinase kinase 5 


181 


AF020618 at 


mvAlAiH HirTAi'Aritiat mn nnmsirx/ rocnnnco erono 1 1 R 
<iiyc;tuiu ui 1 1 ci CI iLia LiL/i i ^iiiiiary it^ofjuiiot? gcfic? i lu 


182 


120899 at 


cv/n1'avir> 


183 


rc_AA799531_^at 


ESTs. Moderately similar to hypothetical protein FLJ20752 
[Homo sapiens] [H.sapiens] 


184 


rc_AI176658_s_at 


Heat shock 27 kDa protein 


185 


U93197_at 


RN protein 


186 


rc_AI177052_at 


Nuclear pore complex protein 


187 


rc.AI639518_g^at 


ESTs, Highly similar to S55370 RNA polymerase II chain 
hRPB17 - human [H.sapiens] 


188 


D45254_at 


cellular nucleic acid binding protein 


189 


rc.AA891920.at 


ESTs. Highly similar to A Chain A, Structural Basis For The 

R^r^o omit inn Ntiir^lAAnrkrin Ron^at Rw Tli^ NI'H*9'-~I Il^o 
rvci^ugi iiuui 1 i^uoiwwpui III 1 g ncpcaL wy iiic imli^ Line 

r^nmain Tan— PI ?i K^ma Nlimloar Pynnrt* Par'trtr' 
L/wlllalll \J t I OfJ r Iw iViilla lYUOICai ^A^UiL iO%^\AJi 

[H.sapiens] 


190 


M26686_fc.at 


iranus norvegicus caruuxyi meuiyiLransTerase mr\i>iM, 
complete cds. 


191 


rc_AA800814_at 


Qo 1 s, mgniy sirniiar lo Lurnor necrosis lacuor ^iiganQy 
superfamily. member 13 [Mus musculus] [M.musculus] 


192 


rc_AA800305_at 


1 s, nigniy similar lo small vj 1 1 uinuing proLein raov 
LrAaLLUo norvegicusj Lri.norvegicusj 


193 




neme oxygenase, rvaL neme oxygenase ^ene, compieLe cos. 


194 


rc_AA799762^at 


CO 1 s, lYioueraLeiy similar lo cnromosome £,\J open resuing 

n^anno i aQ In^nrm canlortcl canlond 
iroiiie 1 "tj LriuiTHj odpitrrisj ^''-sapicrisj 


195 


AF084205.at 


rvaLLUS iioi vcgiuuo if le/ uircuiiiiic pruLciii iMnasc i i 
iilrxi^/^, \#Uiiipici.c LrUS 


196 


rc_AA800750.f_at 


ESTs. Moderately similar to P0L3^M0USE Retrovirus- 

F'ffklaf'faH ROI nrtlx/nrrtf'oln f F^nHnni loloacA 1 iKil miie/^iiliiel 


197 


rc_AI009682_s_at 


aspartyl-tRNA synthetase 


198 


rc AA875126 ? at 




199 


rc_AA800551_at 


DnaJHike protein 


200 


U57362 at 


Procollacpn tvnp XII ;)lnha 1 


201 


rc^AA894233_at 


ESTs 


202 


rc All 78921 s at 


Insulin de^radinc en?\/me 


203 


rc_AI102044.at 


EST21 1333 Normalized rat brain Bento Soares Rattus «:n 
cDNA clone RRRBY28 3' end mRNA seouence 


204 


X62660mRNA^at 


subunit 8; Rrattus mRNA for glutathione transferase 
subunit 8. 


205 


rc_AA686164_at 


ESTs, Highly similar to dendritic cell protein [Homo 

sapiens] [H.sapiens] 


206 


AF022081 at 


ring finger protein 4 


207 


J03190 at 


aminolevulinic acid synthase 1 


208 


rc_AI146195_at 


adducin 3, gamma 


209 


U09256 at 


transketolase 


210 


rc_H31623_s_at 


Serine/threonine kinase 2 



10 



40 



[0145] 



50 



(71) 



JP 2005-198640 A 2005.7.28 



[« 5 3 ] 









211 


Y17295cds_s.at 


peroxiredoxin 5 


919 

L 1 L. 


1 \tnV)\ e at 


alpha A (insert)-crystallin is similar to alpha A-crystallln, 
the predominant protein of the ocular lens. These two 
proteins are identical in sequence except for the presence 
of a 23 amino acid peptide in alpha A(insert)-crystallin 
located between the 63rd and the 64th residue of alpha A- 
crystallin; alpha A(insert>-crystallin represents about 10- 
20% of total alpha crystallin in the lens: Rattus norvegicus 
alpha A (lnsert)-crystallin mRNA. complete cds. 


213 


Y09332cds.s_at 


brain acyl-CoA hydrolase 


Z 14 




suppression of tumorigenicity 13 (colon carcinoma) Hsp70- 
interacting protein 


215 


rc All 771 61 at 


NF-E2-'related factor 2 


216 


S54008J at 


Fibroblast growth factor receptor 1 


217 


rc.AA892953.s_at 


ESTs, Weakly similar to CAH5.RAT Cariaonic anhydrase VA. 
mitochondrial precursor (Carbonate dehydratase VA) (CA- 
VA) [R.norvegicus] 


218 


AF016387 g_at 


retinoid X receptor gamma 


219 


L24051 at 


eaHy B-cell factor (olfactory neuronal transcription factor 


220 


U63923_at 


thioredoxin reductase 1 


oil 
221 


rc_AA /yso /U_at 


ESTs, Highly similar to hypothetical protein FLJ 13725; 
KIAA1930 protein [Homo sapiens] [H.sapiens] 


??? 


rc AI230294 at 


ESTs 


??3 


rc AI104882_s_at 


cytosolic epoxide hydrolase 


??4 


D85189_at 


fatty acid Coenzyme A ligase. long chain 4 


225 


S62097.s_at 


Method: conceptual translation with partial peptide 
sequencing; This sequence comes from Fig. 5; Rab GG 
transferase component B beta subunit; Rab geranylgeranyl 
transferase component B beta subunit [rats, brain. mRNA, 
1344 nt]. 


226 


U48247 £ at 


enigma homolog 


227 


D10655_fi_at 


dihydrolipoamide acetyltransferase 


228 


AF093139.s_at 


nuclear RNA export factor 1 homolog (S. cerevisiae) 


229 


AB010154 at 


SH3-binding kinase 


230 


U07619 at 


Coagulation factor III (thromboplastin, tissue factor) 


231 


X93495cds,at 


microtubule-associated protein 6 


232 


rc AA894318_at 


ESTs 


233 


rc.AA892246_at 


ESTs, Weakly similar to serine/threonine kinase 25 (yeast); 
Ste20-like kinase: serine/threonine kinase 25 (Ste20. yeast 
homolog); Yeast Sps1/Ste20-related kinase 1 [Mus 
muscutus] [M.musculus] 


234 


rc.AI639257.at 


rxu 1 \ \ ys rtai mixea tissue iiorary natLUs norvegicus cL/m/^ 
clone rxOI 119 3', mRNA sequence. 


235 


AF034582^at 


vesicle associated protein 


236 


rc AA859722 at 


ESTs 


237 


AF020210.s_at 


dynamin-like protein 1; N-terminal region; Rattus 
norvegicus DLP1 splice variant 4 (DLPl) mRNA. partial cds. 


238 


rc.AA900199.s_at 


ESTs, Weakly similar to NADH dehydrogenase (ubiquinone) 
1 beta subcomplex, 6 (17kD. B17) [Homo sapiens] 
[H.sapiens] 
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239 


AF053987_g.at 


Rattus norvegicus tissue^ype vomeronasal neurons 
putative pheromone receptor V2R1 mRNA, partial cds. 


240 


AF030091UTR#1^at 


cyclin L 


241 


M18853^at 


Rat T-cell receptor active alpha-chain C-region mRNA. 
partial cds, clone TRA29 


242 


A J005425 at 


myocyte enhancer factor 2D 




ADU^UdU4 e at 


PMF32 protein 


244 


rc.AI63944Lat 


eukaryotic translation initiation factor 2B. subunit 3 
(gamma, 58kD) 


245 


AF096835 £_at 


eukaryotic translation initiation factor 2 alpha kinase 3 


246 


AF044910 K_at 


survival motor neuron 


247 


U42627_at 


dual specificity phosphatase 6 
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1 


IvI^UO 1 4mKlM A^at 


Rattus sp. DNA fragment homologous to Drosophila 
pecanex locus. 


2 


rc_AI045249_at 


Heat shock cognate protein 70 


3 


AB012230_at 


Rattus norvegicus mRNA for NF1-B1. partial cds. 


4 


D84667_fi^at 


phosphatidylinosrtol 4-kinase 


5 


X62323_at 


transcription factor E2a 


6 


rc.AA799537_at 


ESTs 


7 


U56242.at 


v-maf musculoaponeurotic fibrosarcoma (avian) oncogene 
homolog (c-maf) 


8 


X52477_at 


Complement component 3 


9 


M61219.s.at 


Prohibitin 


10 


rc.A1236721_r_at 


tyrosine 3~monooxgenase/tryptophan 5-monooxgenase 
activation protein, gamma polypeptide 


11 


rc AA875089 at 


C alp a statin 


12 


rc All 76488 at 


nuclear factor I/B 


13 


rc AA892299 at 


ESTs 


14 


rc All 05076 s at 


murine thymoma viral (v-akt) oncogene homolog 2 


15 


U91847 sat 


p38 mitogen activated protein kinase 


16 


rc_AI070142 at 


Propionyl Coenzyme A carboxylase, beta polypeptide 


17 


X99337cds s at 


stromal cell derived factor receptor 1 


18 


U35345_s_at 


p21 (CDKNIA)-actfvated kinase 2 


19 


S79304_s.at 


COX I; This sequence comes from fig5; Rattus sp. 
cytochrome oxidase subunit I mRNA, partial cds; and tRNA- 
Ser gene, complete sequence; mitochondrial genes for 
mitochondrial products. 


20 


rc_AA892390_s_at 


solute carrier family 1 1 member 2 


21 


AJ000557cds_s_at 


Rattus norvegicus mRNA for Janus protein tyrosine kinase 
2. JAK2. 


22 


AF008439 at 


solute carrier family 1 1 member 2 


23 


M73808mRNA at 


phosphorylase kinase, gamma 2 (testis) 


24 


AF055065_s_at 


SIRP; Rattus norvegicus signal regulatory protein alpha 

mRNA, partial cds. 


25 


AF056324_fi_at 


scaffold attachment factor B 


26 


S48813^s.at 


This sequence comes from Fig. 1 ; beta-ARK; beta- 
adrenergic receptor kinase [rats, brain, mRNA Partial, 2141 
nt]. 


27 


L19931_at 


solute carrier family 20, member 2 




All 7RQnn tr 
rc.Mii /09UU_g_ai 


Ets avian erythroblastosis virus E2 oncogene homolog 1 
(tumor progression locus 1) 


29 


M58287_s_at 


Rat non-specific lipid transfer protein (nsL-TP) mRNA, 3' 
end. 


30 


D25543 at 


golgi-associated protein GCP360 


31 


rc_AI013993_at 


ESTs 


32 


X63594cdsjLat 


R.rattus RL/IF-1 mRNA. 


33 


M17527.at 


Guanine nucleotide binding protein, alpha inhibiting 1 


34 


U13176,at 


Rattus norvegicus clone ubc2e ubiquitin conjugating 
enzyme (E217kB) mRNA, complete cds 


35 


M95791cds_f_at 


Rattus sp. transcription factor EF1(A) gene, complete cds. 


36 


D14418.at 


Rattus norvegicus PP2A ARa mRNA for A regulatory 
subunit of protein phosphatase 2A, partial cds. 


37 


U64451 at 


Acyl-Coenzyme A dehydrogenase, short-branched chain 
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38 


AFl 00421 at 


LYRIC 


39 


X90823cds_at 


transcription factor USF2 


40 


AF074609mRNA.f.at 


Rattus norvegicus MHC class I antigen (RT1 .EC3) gene, 
complete cds. 


41 


M94454_at 


mitogen-activated protein kinase kinase kinase 8 


42 


U59809 s at 


Insulin-like growth factor 2 receptor 


43 


E03859cds_s_at 


cDNA encoding low molecular weight guanosine-3- 
phosphate binding protein. 


44 


LI 0336 at 


R. norvegicus mRNA for Mss4 protein. 


45 


X99723cds_at 


putative; R.nor^egicus mRNA for homologue of brahma 
protein. C terminal. 


46 


AF009656mRNA.s.at 


Rattus norvegicus hypoxanthine guanine phosphoribosyl 
transferase (hprt) gene, exon 3. 


47 


U37099_s_at 


small GTP-binding protein; Rattus norvegicus small GTP- 
binding protein (rab3c) mRNA, partial cds. 


48 


rc_AA893618_s_at 


glucocorticoid receptor 


49 


rc_AA891700_at 


ESTs 


50 


M33025_s_at 


parathymosin 


51 


rc AA892531 at 


ESTs. Weakly similar to B39066 proline-rich protein 15- 
rat [R.norvegicus] 


52 


X67250_at 


chimerin (chimaerin) 1 


53 


rc_AA892937_at 


ESTs. Weakly similar to Inhibitor of growth family, member 
3; p47 regulator protein [Mus musculus] [M.musculus] 


54 


AF035943_at 


Uncoupling protein 3. mitochondrial 


55 


rc_AA894009_g_at 


EST197812 Normalized rat placenta. Bento Scares Rattus 
sp. cDNA clone RPLA053 3' end, mRNA sequence. 


56 


D28966_at 


Rat mRNA for prostacyclin receptor. 


57 


rc AI639410 i at 


ESTs 


58 


AF016252_at 


spinopHilln 


59 


X59608exon at 


Rrattus. RNA PolU-c-DNA. 


60 


D00189_at 


potORF (1013 AA); Rat mRNA homologous to alpha subunit 
kidney-type Na+,K+ -ATPase. 


61 


X60351cds_s_at 


R.rattus mRNA for alpha B-crystallln (ocular lens tissue). 


62 


rc,AA859990_s_at 


ESTs» Moderately similar to tumor necrosis factor induced 
protein 1 [Mus musculus] [M.musculus] 


63 


rc_AA800849_f.at 


EST1 90346 Normalized rat lung. Bento Scares Rattus sp. 
cDNA 3' end. mRNA sequence. 


64 


M59814 at 


Eph receptor B2 


65 


AF091578^at 


Rattus norvegicus isolate EVA-TNl olfactory receptor 
mRNA, partial cds. 


66 


U36771 at 


glycerol-3-phosphate acyltransf erase, mitochondnal 


67 


X56551cds at 


fibroblast growth factor 7 


c o 
DO 


rc AA/99/o3 at 


COT— 

ESTs 


69 


rc AA799465_at 


EST 


70 


XI 4232 at 


fibroblast growth factor 1 


71 


AF019628_at 


ATP-binding cassette, sub-family C (CFTR/MRP), member 
9 


72 


AF036335_g^at 


NonO/p54nrb homolog 


73 


rc H33461 at 


oxidation resistance 1 


74 


AF018261 at 


Epsin 1 


75 


rc^AA900750_s_at 


Lost on transformation 1 
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76 


U72620.at 


Lost on transformation 1 


77 


AB011666 s_at 


Rattus norvegicus mRNA for utrophin, partial cds. 


78 


rc.AA900476^at 


Cbp/p300-interacting transactivator, with Glu/Asp-rich 
carboxy-terminal domain. 2 


79 


M24105.at 


vesicle-associated membrane protein 2 
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1 


Alfi'SQIfit; e ai- 
re AID 03 1 oO^S^at 




o 
L 


rc no 1 3l 




o 
o 


U4UUD4 at 


Par/\vicnmf» nrnlif*aratnr artivator reCBOtOr. dslta 


4 


X17163cds_s^at 


trancrrintinn fartnr AP-1 (AA 1-334)" Rat C" iun OHCOgene 
mDKIA fr\^ f farkc/^rint'inn far^t'or AP~~1 


5 


LI 6995 at 


Rat addl mRNA sequence. 


0 


A K^CCt Af\A 

rc_AA8o o404_at 


ESTs. Weakly similar to B Chain B, Rat Brain 3- 

WJ\<#4v/-iv\/o^\/t'— Orka Dohv/rlrnaAriAQP RinAr\/ OomnleX With 

piyoroxyacyi v.^oa L/enyurogciiaoc Dinar y wwnipi^'v 
iNaon Ana csuaaioi L«»-norvegicuoj 


7 


M55417exon s at 


Rat protein kinase C-gamma (PRKC-gamma) gene, axon 1 


B 


rc AA891828 £ at 


procollagen, type I, alpha 2 


9 


U44091_at 




10 


AB013359_fi.at 


dolichol-phosphate mannosyltransferase 2 


11 


S74898^s.at 


1 his sequence comes rrom ng. i , rvirt aipna reuc^uur , ri- 

2 alpha receptor; prostaglandin F2 alpha receptor [rats, 
corpus lUteum, mrirMA KarLiai, i lui nxj. 


12 


X07266cds s at 


gene oJ polypepude. nat mniNM Tor gene oo porvpepi-iQe. 


13 


U76635mRNAiat 


UNase 1; Kattus norvegicus aeoxyriDonuciease i gene, 
complete cds. 


14 


D14448 s at 


Max 


15 


rc_AA874843_s.at 


CD36 antigen (collagen type I receptor, thrombospondin 
receptor)~iike 1 


16 


rc,AA875286.at 


to 1 s, nigniy Similar uo prostate ujmor over expre^oeu 
gene 1 [Homo sapiens] [H .sapiens] 


17 


D63704 at 




18 


L48060 s at 


prolactin receptor 


19 


X77237 at 


protein pnospnatase o, caxaiyuic suuunii. 


20 


M58040 at 




21 


rc.AI235707.at 


ESTs, Moderately similar to C54354 calnexin precursor - 
rat [R.norvegicus] 


22 


U51013 at 


centaurin, alpha 1 


23 


U31777 R at 




24 


XUDTbycds at 


nr'A'fAin ^AA 1— ^ftnV Rat r^— fnc mRNIA 


25 


D14419.s_at 


D'«<H-iie> r\r\t^iatnr>-ttc DD9A RRa mRNIA fnr R reeijiatorv 
rvaixus norvegicus r r Drvd iiirviTirA lui u ii^guioLviy 

SUDUniL Oi prULein priOolJilaLaoC; £.r\, pai uoi v*vio. 


26 


M7514o at 




27 


X03347cds_g„at 


P75 gag-fos fusion protein (aa 1-554); FBR-murine 

tanc ai^#*nma nKAWinic ff^noin^ 


Zo 


KUUo lZ_at 




29 


rc AAoUU 1 1 C dX. 


p<;Tc 




rc AlDoyoy 1 _aL 




31 


Z83757mRNA g at 


growth hormone receptor 


32 


U20283 at 


svntaxin binding protein Munc18-2 


33 


rc AI639098 at 


EST 


34 


rc.AI233261.i.at 


Glutamate-cysteine ligase (gamma-glutamylcysteine 
synthetase), regulatory 


35 


rc AA874873 at 


ESTs 


36 


rc AI639222 at 


EST 


37 


rc AA818240 at 


Nuclear pore complex protein 


3a 


X56729mRNA^at 


Rat mRNA for calpastatin. 
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39 


AF022952_at 


VEGF-B; Rattus norvegicus vascular endothelial growth 
factor B mRNA, partial cds. 


40 


M161 12_g_at 


Ca-H-/calmodulin~dependent protein kinase 11, beta subunit 


41 


AB009999_at 


CDP-diacylglycerol synthase (phosphatidate 
cytidylyltransferase) 1 


42 


rc_AI639188.at 


ESTs, Highly similar to DDX9_M0USE ATP-dependent RNA 
helicase A (Nuclear DNA helicase II) (NDH 11) (DEAD-box 
protein 9) (mHEL-5) [M.musculus] 


43 


X70667cds_at 


R.rattus mRNA for melanocortln-3 receptor. 


44 


Z27118cds_s_at 


Rrattus mRNA for heat shock protein 70. 


45 


AJ00634Q s at 


26S proteasome. subunit pi 12 


46 


M59460mRNA#2_at 


Rattus rattus liver glycogen phosphorylase mRNA. 3* end. 


47 


J03819.at 


Thyroid hormone receptor, beta (avian erythroblastic 
leukemia viral (v-erb-a) oncogene homolog 2) 


48 


rc_AA819776_f_at 


ESTs, Weakly similar to HS9B_RAT Heat shock protein HSP 

90-beta (HSP 84) [R.norvegicus] 


49 


Y00396mRNA^at 


Rat c-myc oncogene and flanking regions. 


50 


U75210.s.at 


putative cardiac delayed rectifier Rattus norvegicus 
potassium channel protein ERG (r-erg) mRNA. partial cds. 


51 


X54249mRNA^s.at 


ORF; Rat mRNA for a zinc finger protein AT-BP1, partial 

cds. 


52 


X86086 at 


annexin VI 


53 


M31809 at 


protein phosphatase 3. catalytic subunit beta isoform 


54 


AJ011969mRNA_at 


Rattus norvegicus MIC-1 gene, exon 1 and Joined CDS. 


55 


AF076183_g_at 


cytosolic sorting protein PACS-1 


56 


XI 2752 at 


G/EBP protein (AA 1-358); Rat gene for DNA binding 

protein C/EBP. 


57 


L13151cdsat 


Rat GTPase-activating protein (GAP) gene, complete cds. 


58 


AF062594^at 


nucleosome assembly protein IHike 1 


59 


rc_AI639159_at 


EST 


60 


J01435cds#4_s.at 


J01435cds#4 RATMTCYOS Rattus norvegicus 
mitochondrial cytochrome oxidase subunits I.II. Ill genes. 
ATPase subunit 6 gene, Trp- Ala-.Asn-,Cys-. Tyr-. 
SeKucn)-, Asp-, Lys-, Gly-. Arg-, His-, SeKagy)-, 

Leu(cun)-tRNAs 


61 


J03179_g_at 


D site albumin promoter binding protein 


62 


D12768_at 


Spl transcription factor 


63 


S77532.at 


helix-loop-helix transcription factor El 2 homolog; This 
sequence comes from fig3a; rE12=helix-loop-helix 
transcription factor El 2 homolog [rats. mRNA Partial. 960 

nt]. 


64 


X59677mRNA_s_at 


Rattus sp. cDNA for M2 gene (clone M2-798;. 


DO 


Uooo^b at 


pleckstrin homology, Sec7 and coiled/coil domains 2 


66 


X51531cds^at 


atrial myosin light chain 1 (AA 1-193); Rat mRNA for atrial 
myosin light chain 1 . 


67 


AF036959 at 


homeodomain-interacting protein kinase 3 


68 


X51415cds s at 


Rattus sp. mRNA for hormone sensitive lipase. 


69 


AA684929.f.at 


EST 105793 Rat PC- 12 cells, untreated Rattus sp. cDNA 
clone RPCAS27 5' end similar to NADH-ubiquinone 
oxidoreductase, MLRO subunit. mRNA sequence. 


70 


rc_AI639490.s.at 


ESTs 



[0152] 



(78) JP 2005-198640 A 2005.7.28 

[« 6 0 ] 









71 


X06769cds g at 


c-fos protein (AA 1-380): Rat c-fos mRNA. 


72 


M91234_f_at 


Rat VL30 element mRNA 


73 


U75358_at 


phospholipid-activated protein kinase; similar to human 
PKC-related kinase PRK2, GenBank Accession Number 
U33052; Rattus norvegicus myeloma protein kinase (PAK-2) 
mRNA, partial cds. 


74 


rc AI008639 at 


MAD homolog 4 (Drosophiia) 


75 


D00698_s_at 


Rattus sp. mRNA for insulin-like growth factor I precursor, 

complete cds. 


76 


AB0 14722 at 


squamous cell carcinoma antigen recognized by T-cells 1 


77 


rc_AA799539^at 


ESTs, Weakly similar to KEAP.RAT Kelch-like ECH- 
associated protein 1 (Cytosolic inhibitor of Nrf2) (INrf2) 
[R.norvegicus] 


78 


AF086624_s_at 


serine threonine kinase pim3 


79 


X57970 at 


connexin 46 


80 


AF016247 at 


discoidin domain receptor family, member 2 


81 


AB016160_fi_at 


gamma-aminobutyric acid (GABA) B receptor t 


82 


rc AI231445 at 


unr protein 


83 


rc_AA875598_at 


ESTs. Weakly similar to CULl.MOUSE Cullin homolog 1 
(CUL-1) [M.musculus] 


84 


rc AA859520_at 


ESTs 


85 


AFOtSSII at 


NAC-1 protein 


86 


rc AA926149^at 


Catalase 


87 


U40001 at 


lipase, hormone sensitive 


88 


L26043 at 


Perilipin 


89 


D38036_at 


Rattus sordidus mRNA for Truncated TSH receptor. 

complete cds. 


90 


S81478_s.at 


oxidative stress-inducible protein tyrosine phosphatase; 
This sequence comes from Fig. 1; 3GH134/CL100 
PTPase=oxidative stress-inducible protein tyrosine 
phosphatase [rats, peritoneal macrophage cDNA library, 
mRNA. 1912 ntl 


91 


D12769_at 


Kruppehlike factor 9 


92 


U76557.at 


0 linked N-acetylglucosamine transferase 


93 


U02553cds_s_at 


protein tyrosine phosphatase, non-receptor type 1 6 


94 


AA799336_at 


ESTs, Moderately similar to T00741 NADH dehydrogenase 
(ubiquinone) (EC 1 .6.5.3) acyl carrier chain, mitochondrial - 
human (fragment) [H.sapiens] 


95 


J05181_at 


Glutamylcysteine gamma synthetase light chain 


96 


rc AI639525 at 


ESTs 


97 


U96490.at 


liver protein 


98 


rc AA925762 at 


Myristoylated alanine-^rich protein kinase 0 substrate 


99 


L38482_fi.at 


Rattus norvegicus serine protease gene, complete cds. 


100 


AF000943_at 


general transcription factor 2a. 1 


101 


rc AI029920 s at 


Insulin-like growth factor-binding protein 5 


102 


U12568_at 


ADP-ribosylation-like 3 


103 


rc AA858607 at 


ESTs 


104 


AB005540_g.at 


cdc2-related serin/threonine kinase having a PCTAIRE 
motif kinase domain is 904..1749; Rattus rattus mRNA for 
PCTAIRE2, complete cds. 


105 


M13011cds.at 


c-ras-H-1 protein; Rat c-ras-H-1 gene, complete cds. 
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106 


M11670_at 


Catalase 


107 


XI 5580complete_seq_s_a 


6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase 1 


108 


rc_AI234730_at 


platelet-activatiiig factor acetylhydrolase beta subunit 
(PAF-AH beta) 


109 


rc AI231354_fiLat 


stress activated protein kinase alpha Q 


110 


AF044574^at 


2-4~dienoyl-Coenzyme A reductase 2, peroxisomal 


111 


D31873 at 


LIM motif-containing protein kinase 1 


112 


E04239cds s at 


Rat choline kinase gene. 


113 


U17254_fiLat 


immediate early gene transcription factor NGFI-B 


114 


M25804 fi^at 


nuclear receptor subfamily 1, group D, member 1 


115 


AF099093iat 


ubiquitin-conjugating enzyme UBC7 


116 


S75687.s.at 


This sequence comes from Fig. 3: GLAST: 
glutamate/aspartate transporter [rats, Sprague-Dawley, 
cochleae, mRNA Partial. 990 nt]. 


117 


rc.AI639455.at 


rx00632s Rat mixed-tissue library Rattus norvegicus cDNA 
clone rx00632 3*. mRNA sequence. 


118 


L27843_sat 


protein tyrosine phosphatase 4a 1 


119 


AF065433 at 


BCL2-like 1 1 (apoptosis facilitator) 


120 


AB002558_at 


glycerol 3-phosphate dehydrogenase 


121 


M94555 at 


neuromedin 


122 


X59859 r at 


decorin 


123 


rc AI008020 at 


Malic enzyme 1, soluble 


124 


rc.AA893184.at 


ESTs, Weakly similar to S21766 dihydrolipoamide S- 
acetyltransferase (EC 2.3.L12) - rat (fragment) 
[R.norvegicus] 


125 


rc AM 77026 at 


ATPase, Na+K+ transporting, alpha 2 


126 


API 00470 at 


ribosome associated membrane protein 4 


127 


L14782 s at 


lyn protein non-receptor kinase 


128 


AB007690_s„at 


homer, neuronal immediate early gene, 2 


129 


rc_AA818604_s_at 


Heat shock protein 70-1 


130 


S55305_s_at 


putative protein kinase C regulatory protein; This sequence 
comes from Fig. IB: 14-3-3 gamma; Rattus sp. 14-3-3 
protein gamma subtype mRNA, complete cds. 


131 


rc_AA800148 at 


protein kinase C and casein kinase substrate in neurons 2 


132 


Z 14030 at 


TRAP-complex gamma subunit 


133 


M32167^at 


vascular endothelial growth factor 


134 


rc_AA818726_at 


ESTs. Weakly similar to CYPM.RAT Peptidyl-prolyl cis- 
trans isomerase, mitochondrial precursor (PPIase) 
(Rotamase) (Cyclophilin F) [R.norvegicus] 


135 


D37884exon_s_at 


Rattus norvegicus gene for choline kinase R. promoter 
region and exon 1. 


136 


rc^AII 75764_s_at 


stearoyl-Coenzyme A desaturase 1 


137 


L46791_at 


carboxylesterase 3 


138 


U69272_R_at 


Interleukin 15 


139 


U92564_^at 


Olf-1/EBF associated Zn finger protein Roaz 


140 


rc_AA79951 1.at 


ESTs, Weakly similar to DDRT helix-destabilizing protein - 
rat [R.norvegicus] 


141 


X95272 s at 


sperm outer dense fiber major protein 2 


142 


rc AA874803 at 


ESTs 


143 


L02896 at 


glvpican 1 


144 


M60322_fiLat 


Rat aldose reductase gene, complete cds. 
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145 


AF039584 at 


decay-accelarating factor 


1 




Rat DNA for lanosterol 1 4-demethylase, complete cds and 
axon 10. 


147 


L38482at 


Rattus norvegicus serine protease gene, complete cds. 


148 


AF063302mRNA#3.s_at 


CPT-Ibeta 3; alternatively spliced; CPT-Ibeta 2; 
alternatively spliced; CPT-Ibeta 1; alternatively spliced; 
Rattus norvegicus carnitine palmitoyltransferase Ibeta 1, 
carnitine palmitoyltransferase Ibeta 2, and carnitine 
palmitoyltransferase Ibeta 3 gene, nuclear gene encoding 
mitochondrial proteins, alternatively spliced products, 
partial cds. 


149 


L25633jLat 


regulated endocrine-specific protein 1 8 


150 


rc.AA892828jLat 


ESTs, Highly similar to SI 5892 pyruvate dehydrogenase 
(lipoamide) (EC 1.2.4.1) beta chain ~ rat [R.norvegicus] 


151 


U66478 at 


MAD homolog 1 (Drosophila) 


152 


rc.AA997865_at 


Rattus norvegicus thymosin beta-like protein mRNA, 
complete cds 


153 


AF06i443_at 


Rattus norvegicus G protein-coupled receptor LGR4 
(LGR4) mRNA. complete cds 


154 


D10706_s_at 


Ornithine decarboxylase antizyme is expressed through 
translational frameshifting which results in the products of 
ORFl and 0RF2 being synthesized as a single polypeptide. 
Sequencing of in vitro product showed that the mRNA 
sequence at the junction of the two ORFs. UCC UGA U 
(253..259, shown as ORFl codons), is decoded as Ser-Arp 
through +1 frameshifting.; Rattus norvegicus mRNA for 
ornithine decarboxylase antizyme, complete cds. 


155 


AF084186_s_at 


alpha-^odrin 


156 


U77829mRNA_s_at 


Rattus norvegicus gas-5 growth arrest homolog non- 
transfated mRNA sequence. 


157 


AF076619_at 


growth factor receptor bound protein 1 4 


1 Sft 

1 \J0 




Method: conceptual translation with partial peptide 
sequencing; This sequence comes from Fig. 2; gamma- 
glutamylcysteine synthetase light chain [rats, kidney, 
mRNA, 1380 nt]. 




rc_AA/y9o7 i^at 


EST189168 Normalized rat heart, Bento Scares Rattus sp. 
cDNA clone RHEAD82 3' end. mRNA sequence. 


160 


AF000899_g^at 


Rattus norvegicus p58/p45 mRNA, alternatively spliced 
form, clone H6, 3' end 


161 


AF014009 at 


peroxiredoxin 5 


162 


X13527cds.s.at 


Rat mRNA fragment for the acyl carrier protein domain of 
fatty acid synthetase. 


163 


X58294 at 


carbonic anhydrase 2 


164 


U82623 at 


RalA binding protein 1 


165 


rc_AA875620_g_at 


ESTs 


166 


X78949 at 


prolyl 4-hydroxylase alpha subunit 


167 


M6525Ls_at 


human immunodeficiency virus type 1 enhancer-binding 
protein 2 


168 


L19112_R^at 


fibroblast growth factor receptor 2 


169 


U81186.at 


smooth muscle-specific 17 beta-hydroxysterold 
dehydrogenase type 3 



30 



40 



[01 55] 



50 



c 



(81) 



JP 2005-198640 A 2005.7.28 



[S 6 3 3 









1 /U 


UZ41 DU at 


i uDerous sclerosis vrenai carcinoma; 


171 


rc AI171506_fi_at 


Malic enzyme 1. soluble 


1 72 


Llool 9^at 


growth response protein (CL~6) 


173 


rc.AIl 7 1 oOb.at 


Malic enzyme 1, soluble 


174 


AJ006710_at 


phosphatidylinositol 3-kinase 


175 


AJ001290cds.at 


Rattus norvegicus mRNA for sodium myo-inositol 

transporter (SMIT;. 


176 


rc.AA875084.at 


ESTs, Highly similar to transducin-like enhancer of split 3. 
homolog of Drosophita [Rattus norvegicus] [R.norvegicus] 


177 


U77931_at 


Similar to 28S ribosomal RNA; Rattus norvegicus rRNA 
promoter binding protein mRNA, complete cds. 


178 


U 63839 at 


nucleoponn p58 


179 


S5648Ls_at 


This sequence comes from Fig. 1 ; beta 3-AR; beta 3- 
adrenergic receptor (spliced version} [rats, colonic tissue, 
mRNA. 1968 ntl 


180 


rc All 75959 at 


Avian sarcoma virus 1 7 (v-jun) oncogene homolog 


181 


M25804_at 


nuclear receptor subfamily 1, group D, member 1 


182 


rc All 70403 at 


proteasome (prosome, macropain) subunit, alpha type 2 


183 


J04503^at 


Protein phosphatase type 1A (formely 2C), Mg-dependent, 
alpha isoform 


184 


X65083cd5_at 


cytosolic epoxide hydrolase 


185 


X55660^at 


Proprotein convertase subtilisin/kexin type 3 (paired basic 
amino acid cleaving enzyme, furtn. membrane associated 
receptor protein) 


186 


S74572iat 


This sequence comes from Fig. 1; MPP beta; Mg2+ 
dependent protein phosphatase beta isoform (alternatively 
spliced} [rats, brain. mRNA. 1503 ntj. 


187 


K03045cds s at 


Rat retinol-binding protein (RBP) gene, exon 5. 


188 


rc_AI044900_s_at 


fatty acid Coenzyme A ligase, long chain 2 


189 


rc_AA859612_f_at 


UI-R-E0-bs-f-12-0-UI.s1 UI-R-EO Rattus norvegicus 
cDNA clone Ul-R~E0-'bs-f-12-0-UI 3 similar to 
emb|X14848|MIRNXX Rat (R. norvegicus; mitochondnal 
genome, mRNA sequence. 


190 


rc.AA891670.at 


ESTs, Moderately similar to mannosidase 2, alpha B1; 
lysosomal alpha-mannosidase [Mus musculus] [M.musculus]- 


191 


X89D9Dcds_at 


R.norvegicus mRNA for TPCR06 protein. 


1 92 


ABu0dU07 s_at 


Steroidogenic acute regulatory protein 


193 


D Iuoo4_s_at 


glutamic~pyruvate transaminase (alanine aminotransferase) 


194 


J02749_at 


acetyl-CoA acyltransferase, 3-oxo acyl-CoA thiolase A 


195 


ArOJ40// at 


pyruvate dehydrogenate kinase 4 




AdUUI o49 at 


Steroidogenic acute regulatory protein 


197 


X07285cds.s.at 


basic iioroDiast growtn tactor ^aa i io**/, nat mrtiNM Tor 


198 


AF072411_at 


cd36 antigen 


199 


M76767_s_at 


fatty acid synthase 


200 


S65091_at 


cyclic AMP-regulated phosphoprotein [rats, mRNA, 1030 


201 


M26594,at 


Rattus norvegicus malic enzyme (MAL) gene, exon 1 4 and 
complete cds. 


202 


AB005743_at 


Rattus norvegicus mRNA for fatty acid transporter, partial 


203 


rc AA859848 at 


ESTs 


204 


K03045cds_r^at 


Rat retinol-binding protein (RBP) gene, exon 5. 
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lats-r^a 


205 


L28801 at 


IT Antral tranc/^nntlnn ^ar'tnf IIT O 1 


206 


rc AI639372 at 




207 


L20913.s.at 


1 nis sequence is speciric to Torm o Vttar splicing variant.) 
region is luuTb nomoiogous to numan growth tactor~alpha 
exon 0, piax vascular enootnefiai growtn tactor torm 3 
mniNM, paruai cos. 


208 


M60322 at 


Rat aldose reductase gene, complete cds. 


209 




cd36 antigen 


210 


AF07941 1 IT at 


CQoD antigen 


21 1 


1 ^*_/A/^0J7^0 1 *T oL 


Isocitrate dehydrogenase 1, soluble 


212 




cd36 antigen 


213 


U731 74 IT at 


glutathione reductase 


214 


L19998_at 


sulfotransferase family lA. phenol-preferring, member 1 


215 

C i >J 


jndlQT i at 


6-phosphofiaJcto-2-kinase/fructose-2,6-bisphosphatase 1 


216 


rc.AA875040,at 


ESTs, Weakly similar to hypothetical protein MGC13204 
[Homo sapiens] [H.sapiens] 


217 


rr AIin9ft'^Q at 


caiDindin i 


218 


AF095927 at 


protein Dhosnhatase 2C 


219 


rc_AA891737 at 


ESTs 


220 


AJ012482 at 


phosphatidylinositol 3-kinase. catalytic subunit. beta 


221 


X54510_gL.at 


ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit F6 


222 


rc_A1 104707 at 


caveolin 3 


223 


D37951UTR#l_at 


human immunodeficiency virus type 1 enhancei^binding 
protein 2 


224 


M34842_at 


Thyroid stimulating hormone receptor 
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U73174_g_at 


glutathione reductase 


AF014009_at 


peroxiredoxin 5 


M11670_at 


Catalase 


J05181_at 


Glutamylcysteine gamma synthetase light chain 


rc_AI233261J_at 


Glutamate-cysteine ligase (gamma-glutamylcystelne 
synthetase), regulatory 








AJ012482 at 


phosphatidylinositol 3-kinase, catalytic subunit, beta 


M16112^at 


Ca++/calmodulin-dependent protein kinase 11, beta subunit 


AF095927_at 


protein phosphatase 2C 


J04503iat 


Protein phosphatase type 1A (foimely 20), Mg-dependent 
alpha rsoform 


AJ006710 at 


phosphatidylinositol 3-kinase 


U02553cds_s.at 


protein tyrosine phosphatase, non-receptor type 1 6 


X77237_at 


protein phosphatase 5, catalytic subunit 




mm 




U40064 at 


Peroxisome proliferator activator receptor, delta 


X12752.at 


C/EBP protein (AA 1-358); Rat gene for DNA binding 
protein C/EBP. 


U40001 at 


lipase, hormone sensitive 


L26043 at 


Perllipin 


AB002558_at 


glycerol 3-phosphate dehydrogenase 


AF063302mRNA#3.s.at 


CPT-Ibeta 3; alternatively spliced; CPT-Ibeta 2; 
alternatively spliced; CPT-Ibeta 1 ; altemativety spliced; 
Rattus norvegicus carnitine palmitoyltransferase Ibeta 1, 
carnitine palmitoyltransferase Ibeta 2, and carnitine 
palmitoyltransferase Ibeta 3 gene, nuclear gene encoding 
mitochondrial proteins, alternatively spliced products, 
partial cds. 


AB005743.at 


Rattus norvegicus mRNA for fatty acid transporter, partial 
cds. 


J02749 at 


acetyl-CoA acyltransferase. 3-oxo acyhCoA thiolase A 


rc.AII 75764_s_at 


stearoyKCoenzyme A desaturase 1 


AF044574 g_at 


2-4-dienoyl-Coen2yme A reductase 2, peroxisomal 


S5648Ls^at 


This sequence comes from Fig. 1; beta 3-AR; beta 3- 
adrenergic receptor (spliced version) [rats, colonic tissue, 
mRNA. 1968 nt]. 







X 1 5580comDlete_sea_s_at 


6-phosphofructo-2-kinase/fhjctose-2,6-bisphosphatase 1 
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M32167 gat 


vascular endothelial growth factor 


U69272 £ at 


Interleukin 15 


AF022952.at 


VEGF-B; Rattus norvegicus vascular endothelial growth 
factor B mRNA. partial cds. 








rc_AA891828jLat 


procollagen, type I. alpha 2 


X78949 at 


prolyl 4-hydroxylase abha subunit 








Z27118cdssat 


Rrattus mRNA for heat shock protein 70. 


rc_AA818604 s at 


Heat shock protein 70-1 



[0160] 

immm3) tfimm - tfimmmmmp^^ --y ^m^^ V(Dmm 

GeneChip Human Genome Focus ArrayXtiHuma 

n Genome U133A Array lffis/N^:7U:5'V-tf — i^3>/^>y7r — 
10mL. xh^tFn^;l/i75y inrnm) 1 g > i/T -i^y 1 g , 

%i-b«yhi:LT. iKmm ' ^mmm^nx^ ^) --y ^'m^-j v^mmx^fc. *4--yh 

mmmmii. ^^-j VKii^^-r\L:]L-^-\zr'^mmmt^^<Dt Ltc. *+<y hicm 
mv^ hmmmmtLxii. m^a. misoiE^i: hafeHKiWiisxaiEmt has 

[0161] 

(immm4) mm - mmm?km:!s^mwm^^y hcomm 

uman Genome Foe 
us ArrayXfiHuman Genome U133A Array Iffl. /n-Y 
V ^ ^ — iy B y /"^ y 7 T - 1 OmL. •rh^IiKa^;l/^5> 1 g. i/7 ^i^y 



(85) 



JP 2005-198640 A 2005.7.28 



pMmmimmm 1 mm 5 1 

(72)^W# :*:if m 

m'^m^-^m^MKWJwmz e 1 5S4 0 9^ 

F^-ix(##) 4B024 AAOl AAIl CAOl CA04 CA09 CAll HA08 HA12 HA20 

46063 QAOl QA18 QQ02 QQ08 QQ52 QR08 QR42 QR50 QR55 QR66 

QR72 QR77 QR82 QS25 QS28 QS34 QS36 QS39 QXOl 

46065 AASOX AC20 6622 BD27 6D28 6D34 



This Page is Inserted by IFW Indexing and Scanning 
Operations and is not part of the Official Record 



Defective images within this document are accurate representations of the original 
documents submitted by the applicant. 

Defects in the images include but are not limited to the items checked: 

□ BLACK BORDERS 

□ IMAGE CUT OFF AT TOP, BOTTOM OR SIDES 

□ FADED TEXT OR DRAWING 

□ BLURRED OR ILLEGIBLE TEXT OR DRAWING 

□ SKEWED/SLANTED IMAGES 

□ COLOR OR BLACK AND WHITE PHOTOGRAPHS 

□ GRAY SCALE DOCUMENTS 



□ REFERENCE(S) OR EXHIBIT(S) SUBMITTED ARE POOR QUALITY 

□ OTHER: 



IMAGES ARE BEST AVAILABLE COPY. 
As rescanning these documents will not correct the image 
problems checked, please do not report these problems to 
the IFW Image Problem Mailbox. 



BEST AVAILABLE IMAGES 




LINES OR MARKS ON ORIGINAL DOCUMENT 



